logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1186 GTF74 RS01320 WP 000788426.1

1175 A1552VC RS12105 WP 000788426.

1408 DSB67 RS13980 WP 010643500.1
1381 A4U84 RS02010 WP 021113424.1

158587 ACT74 RS08620 WP 050846294.

1347 HI 0435 AAC22094.1
1373 NTHI RS02645 WP 011272046.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1186 GTF74 RS01320 WP 000788426.1

1175 A1552VC RS12105 WP 000788426.

1408 DSB67 RS13980 WP 010643500.1
1381 A4U84 RS02010 WP 021113424.1

158587 ACT74 RS08620 WP 050846294 .

1347 HI 0435 AAC22094.1
1373 NTHI RS02645 WP 011272046.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1186 GTF74 RS01320 WP 000788426.1

1175 A1552VC RS12105 WP 000788426 .

1408 DSB67 RS13980 WP 010643500.1
1381 A4U84 RS02010 WP 021113424.1

1568587 ACT74 RS08620 WP 050846294.

1347 HI 0435 AAC22094.1
1373 NTHI RS02645 WP 011272046.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1186 GTF74 RS01320 WP 000788426.1

1175 A1552VC RS12105 WP 000788426 .

1408 DSB67 RS13980 WP 010643500.1
1381 A4U84 RS02010 WP 021113424.1

158587 ACT74 RS08620 WP 050846294 .

1347 HI 0435 AAC22094.1
1373 NTHI RS02645 WP 011272046.1

consensus

1

NGLKT v AQTETL Ve LALxAs s VERAEsaTANGLEN | DFRYNKEKAAVELVELASP AVVDYRKVQECLS |

..MKNGLKT..YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSI
. .MKNGLKT. .YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSI
MKMRHGLTLTPRKLTGLFSLWFSLLLAP. . .FVAAEEVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSI

EL L TOVADDKLYLLDVKDF STCVESVEVFRses Tal \ieeyDe EEQEQXE K ARV E ey s

ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHD VREN/VISKISKADEKPKPKSMLEKEG
ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHD YLEVVISK IBKADEKPKPKSMLEKEG
DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDMR G YLEVKVGK KANEKAPDK
..................................................... MEYARFBLIZFA . . ... .....
........................................... MKSILSRR CGLFFGCFLSL.........
.............................................. MKK CFCLPLIV.....
.............................................. MKK CG CFCLPLIV.....

k  kok kook %k * * X

el el sl Mm D gEsss

LINIT [N K{ELDIY V| NWIL APK LDLRE

ol

IRDENEE O NANGIM KR VIIGN\ I LBAPKENL.DLRE
IRDEREE O MSNGIR KR VIJGNWI LMAPKBIZLDLRE
HQAQIXHKQHT
FTKGRTNTK.F
NGSQSGKGQV
LINI TINKSIKISIL UL INBDI) NGSQSGKGQV
Pskskk sk skokokokok

. Lol T MRt et e SRR Vg@a@uvéu 3

KAR I
DN AV E I

IAYT T

@G GRLLS E/G}§ EIFDDRSNS DSAASVK INNL T

ZLD

.GSGSLLSPNGSITFDDRSNLLLIQDE R S\UR IL T
IAGRIGSLLSINGSITFDDRSNIRL TI[aDIAPISIVA] (LT
IMGNIGSLLSMINGSITFDDRSNIRL IQDE RFVQ KLI

*  kk | kx Pk * %k | sk b bk boosksksk bkl k]

236
236
237

107
109
109

311
311
312
166
186
178
178



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1186 GTF74 RS01320 WP 000788426.1

1175 A1552VC RS12105 WP 000788426.

1408 DSB67 RS13980 WP 010643500.1
1381 A4U84 RS02010 WP 021113424.1

158587 ACT74 RS08620 WP 050846294 .

1347 HI 0435 AAC22094.1
1373 NTHI RS02645 WP 011272046.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1186 GTF74 RS01320 WP 000788426.1

1175 A1552VC RS12105 WP 000788426.

1408 DSB67 RS13980 WP 010643500.1
1381 A4U84 RS02010 WP 021113424.1

158587 ACT74 RS08620 WP 050846294 .

1347 HI 0435 AAC22094.1
1373 NTHI RS02645 WP 011272046.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1186 GTF74 RS01320 WP 000788426.1

1175 A1552VC RS12105 WP 000788426 .

1408 DSB67 RS13980 WP 010643500.1
1381 A4U84 RS02010 WP 021113424.1

158587 ACT74 RS08620 WP 050846294.

1347 HI 0435 AAC22094.1
1373 NTHI RS02645 WP 011272046.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1186 GTF74 RS01320 WP 000788426.1

1175 A1552VC RS12105 WP 000788426.

1408 DSB67 RS13980 WP 010643500.1
1381 A4U84 RS02010 WP 021113424.1

158587 ACT74 RS08620 WP 050846294 .

1347 HI 0435 AAC22094.1
1373 NTHI RS02645 WP 011272046.1

consensus

b

VlegeiLl R

FENiB@M.N\/NE

LEI%TTESAE%A Sl{zsNg\\@K LLAD. e oo

e VRl

MMNMSMWM

EITASPRLLTT KK
EITASPRLLTTNKK
EITASPRLLTTNKK
EITASPRLLTTNKK

..... NN *kok KoKk ko kKD |

Jsdialc D T B L

LDLYV Q BAHGIYVEGNGINGERVSIDIQIIETQVLMMNGET VLGGIFQH INWSWYDKVPLLGD
LDLEV Q IBAGIYVISNGIGERVSIDIMORIETQVLEARIGET VLGGIFQH IRKSPYDKVPLLGD

M0 H essuascossVergel

ASTKQGTEIPY

ASIKQGTEIPY
NN

P Dl b b Dl Pk D h s Db bk bsesese bk LD 11 %

YNy

EE * | kkx *

............................... 571
............................... 571
............................... 580
SEKI GREMNN. . . .................. 420
KGETPDEFISNSRIGVNEQIMAKGENKKDLNRK 469
AGETLERILIQOIMSEGKK . . . . ... ..o n 445
AGETLERILJQNMSAGKK . . . ..ot 445

X non conserved
B similar
> 50% conserved

461
461
470
304
328
320
320

541
541
550
381
408
400
400



