logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

158433 APZ20 RS15975 WP 011408067 .

1252 GC085 RSO7730 WP 011213805.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

158433 APZ20 RS15975 WP 011408067 .

1252 GCO85 RSO7730 WP 011213805.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

158433 APZ20 RS15975 WP 011408067 .

1252 GCO85 RS07730 WP 011213805.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

158433 APZ20 RS15975 WP 011408067 .

1252 GCO85 RSO7730 WP 011213805.1

consensus

SWVAR S/\AKN(Q g@ < ’}3
........... MKATQTLP KN RMK
............ MKTIJPQEKNMRMK
...... MAKNGGFSLFIMKKEKRIAT
...... MAKNGGFSLFAKKEKRIAT
............ MAQKINIKNSVIIT
........... MAAKKTQVMP VIgA
........... MAVKKEQM PTIGA
MSVARSAIKKQPVDRNTSMBQTIAI
............ MDKN.PP LT)yH

* %

AT KAV

LU

L

JADIT MTRQLATM
FTRQ ATM
FTRQL TM

FTRQ ATM
FTRQLATM
FTRQLATM
IINgF RQ ATM

I\DIT F RQLATM
PR

DRV Rl AL s P o st sttt | o T@Q\/ AL

LD AMYKEK
LD AMYKEK
LDRVATYKEK
LDRVAYYKEK
LDRVARYKEK

L BVATYKERMERLK[EK IKKALIFY LRIV
LD VATYKEKMEM KIMKIKKALJNYPIgAV

Poskskskskskokk Dk Do |

g kleivéévgﬁE

KAG PL QAFEIVA
FTRQL TM [AG PL QAFEIVA
KAGVPL Q F I

KAGVPLVQAFETVAEGIRaNPfiM
KAGVPLVQ FEIVAEGIRNPHM
K GVP Vg BEI

kokokokok |okok | okok |

*xE z%BE\fSAKLiu A LeaFfRos \.égms'E@E@KSEE%E%KVK

A QLN
IRSRIAE S NHIZKNERYREPAGINRYA A
IRSRIAE S NHIZKNERYR FPEGINRYA A

* % % [ Pl b bk bokske kx| * %k *

MK WIAR RTpATIMFAAGVPLVDEYLBSTAGAEGN
MK INIAR RTNATIRFAAGVPLVDRYLISTAGAEIGN

MKANNTIAR BRTLATTFAAGVPL DALIASTAGATNN
5f] INTARF RTHAGTFRAGVPLV AL{FRUAGATGNE Y

DK AI\TARF RTL MTFAAG PLV ALISYAGATGN
Dok L Lok D D Dk Diokokk 1 %ok ko

MKANIAR ﬁRTLATTFAAGVPL DALASTAGATWNE Y
S N

147
146
149
149
145
148
148
158
146

227
226
229
229
225
228
228
238
226

307
306
309
309
305
308
308
318
306



13 LAl . s

EelrstlBepl: w i IEEF il e iy

NTDB id 1169 A1552VC RS11075 WP 000648511.1 QMVEIIGEESG[R]LD

NTDB id 1402 DSB67 RS12670 WP 010643257.1 QMVNIIGEESGLD

NTDB id 1112 NGFG RS09215 WP 003689811.1 QMY IGEESG LD

NTDB id 1113 AAA85695.1 219..1451( ) QM IGEESG LD

NTDB id 1198 PSJM300 03950 AFN76868.1 QMIWAIGEESGALD YE EVDNEVD MEP IMI LG
NTDB id 1016 ACIAD RS01680 WP 004920476.1 R[IMMAAMRY NBRIFPEIIMIY QMVAIGEESGALD YEEVDAVD MEPLIMINILG
NTDB id 1059 ABD1 RS01610 WP 000279215.1 (R[NAIA A MR} WRIFPRIMEY QMVAIGEESGALDSMLIJKVA§Y YEINEVDNAVD MEPLIMINILG
NTDB id 158433 APZ20 RS15975 WP 011408067.1 QMAIGEE GALDIWMMLIGKVAI® E EV NAVD

NTDB id 1252 GC085 RS07730 WP 011213805.1 QQFIENH FPIIM QMVAIGEESGAL MMLEJKVAPB YE EV NAVD

consensus * *x ok E N * 11 [ [ I N B NN k Dok D ok D sk Dokokokor | x

<0

logo \/\/ \-V\/A Y\. F SV\/

LI T #| NALA
NTDB id 1169 A1552VC RS11075 WP 000648511.1 VGGLV AMYLPIF . 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 VGGLVAMYLPIF . 407
NTDB id 1112 NGFG RS09215 WP 003689811.1 GL AMYLP F . 410
NTDB id 1113 AAA85695.1 219..1451( ) G@L AMYLP F 410
NTDB id 1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF .. 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF .. 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF .. 408
NTDB id 158433 APZ20 RS15975 WP 011408067.1 VGG V . 419
NTDB id 1252 GC085 RS07730 WP 011213805.1 VGGLV .. 406

consensus

X non conserved
B similar
> 50% conserved



