
logo MRALL IGFVAGCMALQTRPAVLAVPVWQPAVLLAGLACGLLAIAMALALLRRAGAGQRLSPMRL IVPSGVI
MAVLAVAACAVGFGWSDWRAQQRLSVVLA

NTDB id 158400 RALBFv3 RS14765 WP 014617396.1 MRALLIGFVAGCMALQTRPVLVPVWQPVLLALACGLIALALRRAGQSPMLISGIAVLVAACVGFGWSDWRAQQRLSVVLA 80
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
consensus !!!!!!!!!!!!!!!!!!! ! !!!!! !!*!!! ! !!!** ! !** *!!! !!! !!!!!!!!!!!!!!!!!!

logo PAEWEGKADIQRATGVVAELPEQVTEDATRFLFHR I ESSDAGDAVPPRVRLSWYGKLRNSWHNERQRREAREGAAIATDRRAGIPDLQPGQRW
NTDB id 158400 RALBFv3 RS14765 WP 014617396.1 PEWEGKAIQATGVVAELPQVTEDATRFLFHIESSDAGDAVPPRVRLSWYGKRNWNERRRERGAIADRRAGIPDLQPGQRW 160
NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
consensus ! !!!! ! !!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! ! !*!! !! ! !!!!!!!!!!!!!!!

logo QLTLRLKRPHSLMNPGGFDGEYAMLADDI
VRAAGTYVQYTGKRARNAL IMGEATDAGSGFVGLQRVERWRAAVRRHI

LLAALPDEARYAG
NTDB id 158400 RALBFv3 RS14765 WP 014617396.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDIRAAGTVQTGKRARNALIGETDAG..FGLQVERWRAAVRRHILAALPDARYG 238
NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! ! !!!!!!!!!*!! !!!** !! !!!!!!!!!!!*!!!!!*!!!*

logo PVI
MVALVVGDQSGIAQADWERFRRTGI SHLVS I SGLHITMIAGLFAGALWMALWRRSFGLARWLRTPLPLRMPAQRAAGAI

VA
NTDB id 158400 RALBFv3 RS14765 WP 014617396.1 PVMVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFAALWMALWRRSFGLARWLRTPLPLRMPAQRAAAIA 318
NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!

logo AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLATDRSVPAVSLSLCWAAALVVALVDPWAVMSAGFGWLSFGAVAVI FLAAR I
M

NTDB id 158400 RALBFv3 RS14765 WP 014617396.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLTDRSVPASLSLCWAAAVVALVDPWAVMSAGFWLSFGAVAVIFLAARM 398
NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!!!!!!*

logo

A
VAADAGRDGDAVRPRPSAWLPRVRAWRGLRGAGAR I

VQLAVTFVGLLPLTLLLFQQVSVVSAAVANALAIPVVSFLVTTPLAL IMGATALPEPW
NTDB id 158400 RALBFv3 RS14765 WP 014617396.1 AAADAGGDARPSAWLRRAWRGLRGGARIQLAVTVGLLPLTLLLFQQVSVVSAAANALAIPVVSLVTTPLALIGAALPEPW 478
NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALPEPW 480
consensus !!!! ! !**!!* !!!!!!!!*!!*!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!*! !!!!!!

logo

A
SQPVLAIWAEASFAGWLMVPSWLDAGLASALPAGGWSVWTVAPAVAPAWAWGLLAI

V
G
VGVPLLLAVPGGHYRAWAWRAQGAVLVLLLPMLLARAPAP

NTDB id 158400 RALBFv3 RS14765 WP 014617396.1 AQPVLAWAEASFGWLVSWLDGLSAPAWSVWTAPVAPAWAWLLAIGGVPLLLAPGGHRAWAWRAQGVLLLLPMLLARAPAP 558
NTDB id 1426 RS RS05575 WP 011001070.1 SQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAP 560
consensus !!!! !!!!!!*!!**!!!*! !* !!! !! !!!!!! !!* !!!!!! !!!*!!!!!!!!! *!!!!!!!!!!!!!



logo PPGAEFRLMVAFDIGQGAAATLVETAGHRLLFDTGPRQYGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAG
NTDB id 158400 RALBFv3 RS14765 WP 014617396.1 PPGAFRLVAFDIGQGAAALVETAGHRLLFDTGPRYGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAG 638
NTDB id 1426 RS RS05575 WP 011001070.1 PPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAG 640
consensus !!! !!*!!!!!!!!!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VPVRTMLASLPPGHGRLEGERQRARALYGIDEPTAGCLVAGQRWATWDGVAFE I LHYPVQAVPPSDRAAPPVSSNARSCVLR IAGNAERHYAALMLAG
NTDB id 158400 RALBFv3 RS14765 WP 014617396.1 VPVRTMLASLPPGHRLGERARAYGIDTAGCLAGQRWTWDGVAFEILHPVQAPPDRAPPSSNARSCVLRIAGERHAALLAG 718
NTDB id 1426 RS RS05575 WP 011001070.1 VPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAG 720
consensus !!!!!!!!!!!!!! ! !!! !!**!!!*!!!!! !!!!!!!!!*!!! !*!!!**!!!!!!!!!!!! !*!!*!!!

logo DIGRSAQEAMAL IAAEAPERLMADI LLVPHHGSKRTSSSGAFLDAVSAPQVAI
VFQVGYRNRYGHPHPQVWQRYGARDGI ERLRTD

NTDB id 158400 RALBFv3 RS14765 WP 014617396.1 DIGSAQEMALIAAEAPERLMADILLVPHHGSKTSSSGAFLDAVSPQVAIFQVGYRNRYGHPHPQVWQRYGARDIERLRTD 798
NTDB id 1426 RS RS05575 WP 011001070.1 DIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTD 800
consensus !!! !!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo AATGAVVI ETGRGDALAEVRTARSMRPRYWSSALEVAALADEATTEAPPTADGAQP
NTDB id 158400 RALBFv3 RS14765 WP 014617396.1 AAGAVVIETGGDALEVRTARSMRPRYWSSALEVAALADATEAPADAQP 846
NTDB id 1426 RS RS05575 WP 011001070.1 ATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPT.GAQP 847
consensus ! !!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!* !!*** !!!

X non conserved

X similar

X ≥ 50% conserved


