
logo MRKTANGTGRHIRLL IRKVLDLFFPRYCPVCDSLLAETE IGVCPRCMVRMPRYI EGMQYGLDRLNGDVYIDALYGSLF I FKEDGGV
NTDB id 158083 PGF RS01290 WP 012457382.1 MRKTANGTGRHIRLLIRKVLDLFFPRYCPVCDSLLAETEIGVCPRCMVRMPRYIEGMQYGLDRLNGDVYIDALYGLFIFKEDGGV 85
NTDB id 1423 PG RS00735 WP 005875257.1 MRKTANGTGRHIRLLIRKVLDLFFPRYCPVCDSLLAETEIGVCPRCMVRMPRYIEGMQYGLDRLNGDVYIDALYSLFIFKEDGGV 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!

logo RPMIHALKYGGYSE IGEMLGRMAGRSYPFLSKDYDL IVPVPLHPRKQRKRGYNQALL IAQGLSRVTGIPVQEGLRRKVYTDSQTG
NTDB id 158083 PGF RS01290 WP 012457382.1 RPMIHALKYGGYSEIGEMLGRMAGRSYPFLSKDYDLIVPVPLHPRKQRKRGYNQALLIAQGLSRVTGIPVQEGLRRKVYTDSQTG 170
NTDB id 1423 PG RS00735 WP 005875257.1 RPMIHALKYGGYSEIGEMLGRMAGRSYPFLSKDYDLIVPVPLHPRKQRKRGYNQALLIAQGLSRVTGIPVQEGLRRKVYTDSQTG 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QSYSERKSAMKGKFALSPNTRVAGIRVLLVDDVLTTGATVQAAAEPLAEAFAAKIGVLVAAVTKRPSNWSHYSDER
NTDB id 158083 PGF RS01290 WP 012457382.1 QSYSERKSAMKGKFALSPNTRVAGIRVLLVDDVLTTGATVQAAAEPLAEAFAAKIGVLVAAVTKRPSNWSHYSDER 246
NTDB id 1423 PG RS00735 WP 005875257.1 QSYSERKSAMKGKFALSPNTRVAGIRVLLVDDVLTTGATVQAAAEPLAEAFAAKIGVLVAAVTKRPSNWSHYSDER 246
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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