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NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT A[EQKINGGINNAF IDAEHALDPEYY AINAL.GVN DELL 153
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT ANFAQKINGGINNAFIDAEHALDPEY\YYARWALGVN DELL 153
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NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT GEQALEI[Y 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT SQPDBIGEQALETIlN 139
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NTDB id 1313 DR RS12030 WP 010888966.1 e c. KRVKNKVARPF G 304
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NTDB id 1334 RAOC RS04870 WP 004918236.1 c. KVVKNKVAPPF D 304
NTDB id 1245 Cj1673c YP 002345041.1 e cee KVVKNKVAPPF DY 291
NTDB id 1214 NCTC11637 00359 SQJ03206.1 INKVVKNKVAPPF DY 293
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NTDB id 1427 RS RS02760 WP 011000510.1 cee cee KVVKNKVAPPF D 299
NTDB id 1165 A1552VC RS01565 WP 000344154.1 e cee KVVKNK APF D 290
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NTDB id 1074 ABD1 RS10195 WP 000344167.1 e cee KVVKNK APPF D 290
NTDB id 1205 PSJM300 05545 AFN77183.1 ce. cee KVVKNKVAPPF D 290
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