
logo MKRASLSYDKR IYKSQEYLASTLGTI EQYRSLFGSYSLTVDEDTVFAMVASDNGELYLRACEEQSAVPQYCVKHPPAVWLMTFYKMKCGR
NTDB id 157864 CFSAN001588 RS13885 WP 001202375.1 MRALSYDRIYKSQEYLASLGTIQYRSLFGSYSLTVEDTVFAMVANGELYLRACEESVPYCVKHPPAWLMFMKCGR 75
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGR 75
consensus !* !!! !!!!!!!!!!*!!!! !!!!!!!!!!!!*!!!!!!! !!!!!!!!! ! *!!!!!!! !! * !!!!
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NTDB id 157864 CFSAN001588 RS13885 WP 001202375.1 PVMLNYYRVDESLWRDQQQLVRLSKYSLDAAMKEKHSRILQHRLKDLPNMTFHLETLLNESGIKDENMLRILGAK 150
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SVTLNYYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAK 150
consensus *! !!!!!!!!!!!! ! !!!!!!!!!!!!*!!!**! *!!!!!!!!*!!!! *! ! !!!! !!!!!!!

logo MCWLRLRQQSNPSLLVTEVKI
VLFYAMLEGAI IVG I

VHEAALPAVASRRQELADEWADHSLTAPGKQEFPAELE
NTDB id 157864 CFSAN001588 RS13885 WP 001202375.1 MCWLRLRQSNPLLTVKVLYALEGAIVGVHEAALPASRRQELADWAHSLTAG........ 201
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MCWLRLRQQNSLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus !!!!!!!! !*!*! !*!* !!!!!*!*!!!!!! !!!!!!*!!*!!!* ********
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