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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKG 71
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKG 71
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKG 73
NTDB id 157863 CFSAN001588 RS13390 WP 042848110.1 MASRGVNKVIILGRVGQDPEVRYSPSGTAFANLTVATSEQWRDKHTGEQKEQTEWHRVAVVGKLAEVVGQYVKKG 75
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKG 75
consensus **!!!!**!**!*!!**!**!*!*!******!!!!*!*!* *!***!*!!!!********!!**!*!**!!
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NTDB id 1103 NMB RS07590 WP 002212976.1 GLVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQS.........QEAYQRPA 133
NTDB id 1131 NGFG RS05740 WP 003695064.1 GLVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQS.........QEAYQRPA 133
NTDB id 1390 A4U84 RS00055 WP 021115958.1 SKVYVEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNY 143
NTDB id 157863 CFSAN001588 RS13390 WP 042848110.1 DQVYFEGMLRTRKWQDQTGQDRYTTEVH.VGINGVMQMLGGTGDSKQ.QAA........................ 124
NTDB id 1166 A1552VC RS00795 WP 000168289.1 SQVYIEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGG...MNVPAQ....QGSWGQPQ 142
consensus !!*!!****!!*!** !**!******* ***!!*** ** * ** * * * ** *
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NTDB id 1103 NMB RS07590 WP 002212976.1 QQSRQPASDAPSHPQEAPA.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QQSRQPAPDAPSHPQEAPA.APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 AQNNNFN....GGNATRPQPAQ.KPAAQAEPPMDNFDDDIPF 180
NTDB id 157863 CFSAN001588 RS13390 WP 042848110.1 ..............SKQPRKHQQSAPQHSEPPMNFDDSDIPF 152
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPAKQHQ......PMQQSAPQQYSQPQYNEPPMDFDD.DIPF 177
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