logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

KEILKTLTEA TLFPEDSYSEQDAEFLEIFIEEIEEI|IFVDLQHL INK QSENIATLTEIRRHFHTLKGSGR VI

ELA VEDTLNRVINQSLQLTFTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRFPL I LLOQRQLAQAQQRIIAQRSLEFPALEELLQLS

HTLVAETV LELDY | EQRDSLAEF | IQATHTEIEINLDETLTLF /EEAEEHLAT | HQRQFLDQELHQYDSYNAL | RALHTLR

SSA AQVET | FEASTKVEHLFKI LLQREELSSHSEE | LLLQREYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYVEQR

N =
~ o 0
cocoooooo coodbooo cocoodooo

w
N
[eNeoRNoNoNoNoNel



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 AO0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

HCDRTDF L SHOLVSQLLQLDVSELLDAELDFEKC I RNEFFDYLERLSEQADLLLQHTHSQA LECLHEYTSQLKESYEV

B BV ATVENFSDS ADWAVL CQSVQADRAY | SSTQVNRNFDADL LD | FLEEAEEL LECTREREMY ¥eERENERARLSL
D N . L e e e e e e e e e e e e e e e e e e e PAQAFENWFEEEEGDDAFTSLI

RYEHTLK ANVVQATYLGL IAHELES | YERL | QKQLVVWTSDL I DF | RLVQDDLADRLRX 11 REQRQXLDYAAFY T | NALKRA

ol D S
o)) 0] o
OO OO OO [eNeoRoNoNoNe NV [eNoNoNoNoNoNel

()
S
[eNoNoNoNoReoN



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

eENSNLeE L BvBRFERESLVESE@<¢ SE | | IDE I PVELEPALAEL ETHHDRVEDERYEEERTPVE TS SRENEVR
ETNSGIEELDFGDLFEGEPTVIQGEGFGS. ... ... ... .. it PSSGEEDPPVRMTLDFNSPEAELD

ANEQD | EAWERT FIBERAE T T & REEEEREWEETBINREADF LAS | PETNAPAYGQTACC LDDNGLAELQDL LoveDVE
........... ALFTDEDAPTTAIDPFESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDNDLAELQDLLGVGDVEP

AFTRBRAYHS EXCRRRVYE L ENMS K r AXRL ENAFEQFATEEENSY | NRAVLEERERY L kDA | ENHNYGEEELL FBITRRRS
AITNPGLHSFAGADRVTPLTNEVLL.FA........ AIDDLDGLINAPVLDEEFSF.......... TELETLIDTPAPKS

Fartemr e8Py tBReDEFRELERL LE@ADS sV R | RGBGCIRRIPARE AWEBLYRERSMYE T RVE AR BNV TRLT
FATISHPFRLPVAMEEDEDEFKDLEALLEQADSSLGGGIAGMGGARLPARP. . .RQVKSRSFEQTMRVPIKQLDNLSNLI

~
N
OO OO OO

1563

0
763



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 AQ0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

MWYRRRRYESDREREERELNSE T ENRAQRLRDSERR BSEY ERLr LECAL LASRS TNSRHHS SKTTYPDAR | ASSSTE
GELVVKRNRLEQDQERLRQFLDNLLNQAQNLSDVGGRMQDLYERTLLEGALLASRSTNSRHHSSKTTYPDARITASSSST

SRLEEDRLE DRY LS ENRLSREVAEE AYBYVMEERRSL rSSkYBE | oY ARLERBYLARYQEC TRIR VPFIRI x5RL=R
MNDQPLDALEMDRFTGFHLLSQEMIELIVRVRESASDIQYLVDETDQVARTLRQVTTQLQEGMTKSRMVPFTQTADRLPR

AYReYS TsLNBEXRLEVENTEYE DEN | LERLY P EH YRNA | sHG Y ESRARQRENK S EECR Y RYRARRQGLSY Y YY¥
AIREVSMKLNKKVNLEVEGGDVLIDKMILEHLYNPMTHLVNNAITHGIETPAERQKLGKSPEGHLAVRAFLQGNQTLITV

SDDGRE | MYERVBQKAY EXCL | 2R eRQeLeQaBYYSL Y FHRACES TRBLXESER CREVELDVWER IS H R RORYRYESYY
SDDGAGINTEMVKQKAVEKGLISRMEAQSLSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVRTSLIDIRGAINIESTV



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.1

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.1

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.1

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1
413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1
1046 HON27 RS03130 WP 168726941.1

157829 A0Y38 RS02325 WP 014407071.1

1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

RETTFTIRYPITYRYSBAL VRYREBRELALP T REYERTREYE PRar vsrEs Qe veYeRear LLKRYPLBSL xR
GKGTTFTIRLPLTLSICKALCCLSDRARIAFPMDGVEDTRDYLPKDIVTD.EDGQKCVKYGKEALLLPLYPLKDLLNYNR

RREREBVN Gk RV ABRSR CRIVALRYDQY r CaBRa | VWK | e2etec o | ACATYREDCSY ¢ | xDYRMTA
QLSRGSVYGGKQEEDVVRVIIARGSSGNLLALQIDQVLGEEE.IVIKQIEGPIPKPPGIAGATVRGDGSIMPIADVLELI

Dt I

* % * Ik kokokokk

*x

e T L.

INDAANRMISNGEVLLPGST

Vsok ko ||

T W[ 1

J¢D I|AMPRJY ‘GIRE ' IR} QADEELSS IAYUA LIRS G ABIR HIK V AK GApNEYIJTKP

BNSNIVP MLS KBPSJEFD |

| % % sk ok Dlkx Dokl *

kk Poksksk | kkx |

kkok  kokx

928
126
126
1506
121
121
127



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
157829 A0Y38 RS02325 WP 014407071.1
1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
157829 A0Y38 RS02325 WP 014407071.1
1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
157829 A0Y38 RS02325 WP 014407071.1
1417 SGL RS04200 WP 014407071.1
1047 HON27 RS03110 WP 000389061.1

consensus

seENE S aE Loark CREe L DAYV AKKKC LEvsL THREFEL Lt A TSV TREHL LE T manvt e raro:coX

RKTNSI.LSRFKKARGNFSEEAPTIVRSNPGTL..... R..... STVLIIDDSVMVREMLSMTFKKADYHTETARDGQDA
Q.EADSKPQPI..QIGDLEIVPDAYVAKKYGEELDLTHREFELLYHLASHTGQVITREHLLET................ v
AEENASGIPEI..IIGDLQILPDAFVAKKRGTEVELTHREFELLHHLATHTGQVMTREHLLET................ Y

oYDYEC, - DYRIVDYLY, & o RRLREK|ERL SRer i PEXI [ cre ac ar ancRROCY YUK e et L easa
WEKLKSGLPCDLILCDIEMPRMNGLELLERIQEDPNLSRIPVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQ
WGYDYFG...DVRTVDVTV..... RRLREKIEDTPSR...PEYILT............. RRGVGYYMRNNA* . .......
WGYDYFG...DVRTVDVTV..... RRLREKIEDTPSR.. .PEYILT............. RRGVGYYMKSYD.........

RL | REEVLLDLAAL SADE
RLIRGEVLLDLAALSADE 1095
.................. 234
.................. 235
.................. 1506
.................. 121
.................. 121
.................. 127

non conserved
similar
> 50% conserved

[><] TS

997
187
188
1506
121
121
127

1077
234
235

1506
121
121
127



