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NTDB id 157824 AO356 RS16035 WP 060740580.1 ....MNDIALSGLTKQLVLAELLTEQSAQQAYQQAQRSRIPLVSYLVQNKLVQSRQVAEIASEHFGVALLDLNSLDKDTQ 76
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDPALF 80
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDTSQI 80
consensus *** *!* *** * * ** ** ** *** ** !** ** ** * *

logo

L
C
P
M
T
V
K
Q

N
T
D
G
Q

K
V
L
I
L
G
V
N
S
T
D
L
Q
R
E
D
E
K
Q
L
M
V
I
K
L
Q
R
V
T
E
Q
K
R
F
Y
H
A
D
H
N
R

C
M
V
I
A
M
V
LP I

V
L
A
H
I
N
V
W
F

H
K
Q
S
R
Q
T
R
P
S
G
D
H
Q
T
N
S

I
L
N
V
K
T

V
L
I
F
L
Y
F
V
L
G
A
I
T
V
D
A
S
N
DPSTKLQNHMILQAPEQQSALMEI EKNQDKAEDTFIVQRSFHSNAASTKGI

L
A
K
L
N
T
Q

T
V
H
EAPLAIVVILAVDETDFHHRDAQEKLAQTESDGKRTAVLALI EGSDREKNQWRFVHLGLFYAESTVGASERKNESEILSTGHQTSHLFGQADGNELAELQFKDEGNSDELMQTGGLGYEKDGVE

NTDB id 1110 NGFG RS09235 WP 003689817.1 LMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAGIAVELVIVEDDQLAGLLDWVGSRSTSLLQELGEG 151
NTDB id 1168 A1552VC RS11070 WP 000957200.1 CQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRSIQGAANQGKE 152
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRSLGQEKSGLKE 152
NTDB id 1293 VP RS12240 WP 005479695.1 CQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRSLSHEKSGLKE 152
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSE.YV 159
NTDB id 157824 AO356 RS16035 WP 060740580.1 PTGLVSEKLVRQHHVLPLWRRGNKLFVGISDPTNHQAINDIQFSTGLTTEAILVEDDKLSDAIEKFFESNSTGLEGM.GD 155
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFDT.EE 159
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NTDB id 1110 NGFG RS09235 WP 003689817.1 Q...........EEEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQPPIAV 220
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ISQDELANLVKVS..DDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPASHL 230
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NTDB id 1110 NGFG RS09235 WP 003689817.1 RGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLL 300
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NTDB id 1293 VP RS12240 WP 005479695.1 SRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLY 309
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NTDB id 1018 ACIAD RS01685 WP 004920473.1 ATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALF 313
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NTDB id 1110 NGFG RS09235 WP 003689817.1 LEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDI 380
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDV 389
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDV 389
NTDB id 1293 VP RS12240 WP 005479695.1 LEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDV 389
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDI 398
NTDB id 157824 AO356 RS16035 WP 060740580.1 MAALKQPQGLILVTGPTGSGKTVSLYTGLNILNTVDINISTAEDPVEINMEGINQVNVNPRQGLDFAQALRSFLRQDPDV 394
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDI 393
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDI 393
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NTDB id 1110 NGFG RS09235 WP 003689817.1 IMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSA 460
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRP.SA 468
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEP.NS 468
NTDB id 1293 VP RS12240 WP 005479695.1 VMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEH.TV 468
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTN 478
NTDB id 157824 AO356 RS16035 WP 060740580.1 IMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLIRLQNMGIPGFNIATAVHLIIAQRLARKLCAHCKKAI.EIPE 473
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.QVPE 472
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NTDB id 1110 NGFG RS09235 WP 003689817.1 SALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMVDLRRAGI 539
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NTDB id 1293 VP RS12240 WP 005479695.1 QLQH.LGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSGI 542
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NTDB id 157824 AO356 RS16035 WP 060740580.1 ETLLKEGFPRERIG..TFTIYEPVGCQQCN.HGYKGRVGVYEVVKNTPELQRLIMAEGNSLEIDLQMRKDGFNDLRTSGL 550
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRRSGL 551
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NTDB id 1110 NGFG RS09235 WP 003689817.1 LKIMQGITSLEEVTANTND 558
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NTDB id 1401 DSB67 RS12665 WP 010643259.1 EKLKQGITSFRELQRVLYF 561
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NTDB id 1018 ACIAD RS01685 WP 004920473.1 KKVMQGVTSLQEINRVTSE 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 KKVMQGVTSLQEVNRVTSE 570
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