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NTDB id 157769 AOY20 RS13955 WP 054582438.1 MFYFIAFGWIIGIACMGQAFTSILELSLPVNILLFIFLFLELIFYRKIS.......TYLFKFLCCSSAFILSLVLGLNYA 73
NTDB id 1015 ACIAD RS12005 WP 004928865.1 MFKIILLGWIAGIAMMGRTLECIEPFTCITGILTFLIW..AIYFYKKRKHQIGSGLRALVILISASF....LFGIGAQYA 74
NTDB id 1083 H0N27 RS04190 WP 168726476.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAF..IFYLYKRPMFVDRPFLKAVFCLLCTTS....LFMVGYHYA 74
NTDB id 1070 ABD1 RS13145 WP 000472713.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAF..IFYLYKRPMFVDRPFLKAVFCLLCTTS....LFMVGYHYA 74
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NTDB id 157769 AOY20 RS13955 WP 054582438.1 DHHLVQRLELREKQVEDVTVLIYVKHISELRENSFQQKIEVLNRKSKPVQWFSSVE.......LDQGDFELGKYFRVSGK 146
NTDB id 1015 ACIAD RS12005 WP 004928865.1 DSALEERLYYKIMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQSLLGA.EKSSSLELGQYYRITAK 153
NTDB id 1083 H0N27 RS04190 WP 168726476.1 EKALIERLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGK 154
NTDB id 1070 ABD1 RS13145 WP 000472713.1 EKALIERLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGK 154
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NTDB id 157769 AOY20 RS13955 WP 054582438.1 LRPAHGYATDGSFDIEKWYIQQNIMGNLKVSTFEEISPQEVQQFGYMQYVKQQDTWLSQSLVWIEKQRLLIRQFIQIQPI 226
NTDB id 1015 ACIAD RS12005 WP 004928865.1 TKPIHSYALEGAFDVEKWFVQQNWQATAQVYRIQTLSKQEVMSAGFYLHVKQQQTWRAQFLQSVEKLRLKFRNYFIDSSL 233
NTDB id 1083 H0N27 RS04190 WP 168726476.1 TRPAHSYATPGSFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSSSFRLNIEKLRLTFRQILNSSSL 234
NTDB id 1070 ABD1 RS13145 WP 000472713.1 TRPAHSYATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSL 234
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NTDB id 157769 AOY20 RS13955 WP 054582438.1 RHKGLTLALLTGDESLLDKNLEQQFQRFGMSHLLAISGPHVVIFAVIICWLIQYLIDRFKPDIYLKIPRQYLLIYPFLSC 306
NTDB id 1015 ACIAD RS12005 WP 004928865.1 SHHALLLALLTGDRSLLNPELEQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVLLPFLMC 313
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QQKGLILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVFIFAIMLSWACHQFISRYYPKIYLWKPKQILMAVPCCLG 314
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QQKGLILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWAYHQFISRYYPQIYLWKPKQVLIAVPCCLG 314
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NTDB id 157769 AOY20 RS13955 WP 054582438.1 VIIYCAYVGFEIPALRTLLVCILGSLFILLKQSIKPLSLLLLSACILLFFDPFSVLSAAFWLSYGACFILLRIYQTIQND 386
NTDB id 1015 ACIAD RS12005 WP 004928865.1 VILYCAFVGFEIPALRTLFTVMLGSILLLIRHHLSAFSLLVLSASLLLWMDPFSILSAAFWLSYGACFILIRIYQDMTQA 393
NTDB id 1083 H0N27 RS04190 WP 168726476.1 VLIYTAFVGFEIPALRTLLSTLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILIRIYQTIAQL 394
NTDB id 1070 ABD1 RS13145 WP 000472713.1 VLIYTAFVGFEIPALRTFLSVLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILLRIYQTIAQL 394
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NTDB id 157769 AOY20 RS13955 WP 054582438.1 .KLEQASFYEKCKHYIGALIESQWKIFIALFPLMIIFFNQISWITPLSNLFAIPWIGLIIVPLDIFGGISYFFFKPLSTI 465
NTDB id 1015 ACIAD RS12005 WP 004928865.1 QQFHQTRFTRGM.QILKALVRSQWKIFVALMPLTLIIFKQISWIAPLSNLIAIPILGGIIVPLDIMAGCLWLFIPSLGNL 472
NTDB id 1083 H0N27 RS04190 WP 168726476.1 PEQHFLSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQRISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFVVKPFGNM 474
NTDB id 1070 ABD1 RS13145 WP 000472713.1 PEQHFLSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGSVIVPLNIMAACAWFVIKPFGNM 474
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NTDB id 157769 AOY20 RS13955 WP 054582438.1 IFQLNDLMLSLLLHFIQLLDDIFNPQLYPIYLNIWALAGLILALIILFMPKGIVPRAWSILCIIPIFLGQQSSETFEFVL 545
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LFYLNNSLLELFIGILKGLDHLFNPQLQYYAFTPLLLICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIRPTQISI 552
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LFHFNDMLLSILLSCLGLLEKL.SLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVMMNKTSQQIQLNI 553
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LFHFNDMLLSILLSCLGLLEKL.SLTLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNI 553
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NTDB id 157769 AOY20 RS13955 WP 054582438.1 LDVGQGQSIFIRNENKKMLLDTGGSFDEDKFSIGEQVILPFLSIKNSRKLDILILSHLDQDHSGAYFKIKNQLYVQQLYS 625
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LDVGQGQSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPFLKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIPTRMIQA 632
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LDVGQGQAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIPVKQLIS 633
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LDVGQGQAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLIS 633
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NTDB id 157769 AOY20 RS13955 WP 054582438.1 NEILED..QDHNQLCERGKKIDLGSNIDIQVLLPHIEDLTKKPFNKNEMSCVIYLQLAQAYPYQNYLFMGDAGWETEFKL 703
NTDB id 1015 ACIAD RS12005 WP 004928865.1 NEE.IKDLSIPFSLCHSGQTWE.TSELKIQILSPKLENLQSTVFNRNEASCVMYLQLKQASDLKYFLMMGDAGWETEYQL 710
NTDB id 1083 H0N27 RS04190 WP 168726476.1 NEQLPNDLKQPFQYCHQGQQWH.YSELDIQILWPKEKDLAFVASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYEL 712
NTDB id 1070 ABD1 RS13145 WP 000472713.1 NEQLPNDLKQPFQYCHQGQQWH.YPELDIQILWPKEKDLAFVTSNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYEL 712
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NTDB id 157769 AOY20 RS13955 WP 054582438.1 LQLYPNLKVDVLVLGHHGSQHSSAYDFLKNIRPKIALISAGFDNRYGHPSGKTIQRLKHLNIPYLSTADVGTIKIKKNKT 783
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LQQYPDLKVDVLILGHHGSQHSSSYDFLKRYHPKIAIASAGFENGYGHPSAEVSNRLQDLNIPLLSTTDKGAIHFKFDS. 789
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LKDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTLEQGTLSFVLEN. 791
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LKDYPNLKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLEN. 791
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NTDB id 157769 AOY20 RS13955 WP 054582438.1 GQTGLRVLRNQKKWLKK.. 800
NTDB id 1015 ACIAD RS12005 WP 004928865.1 GNEQTEFYRQSYKWLQR.. 806
NTDB id 1083 H0N27 RS04190 WP 168726476.1 HKLVLHDRRLDRLWLSRGF 810
NTDB id 1070 ABD1 RS13145 WP 000472713.1 HKIVLHDRRLDRLWLSRGF 810
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