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NTDB id 157760 AOY20 RS05715 WP 054580972.1 MPTTLETNSTNYRIRVAVPVHLYDTFDYLVTEEQYQHIHLGARVSVSFGRQNLVGIVVEKLPTNQPIQTKFKLKFITEIL 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
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NTDB id 157760 AOY20 RS05715 WP 054580972.1 DEHAILDEKVLSLLTWSAQYYQFPIGEVIQSALPTLLRQGKPADLLTRVWILLD.EHAETKIKRSDKQQEAYKILKLHPQ 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
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NTDB id 157760 AOY20 RS05715 WP 054580972.1 GTTENILNLAGIETATLKALAKKDICKCVHEKQDLSPMPMTLAQMPLTANEDQRKAIDTILKAQNKYQAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus !!!!!!!!! !*!!!!!!!! !! ** ! *!**! !! !* !!!!!!! !!!!*!! ** !!* !!!!!!!!!!!!!!

logo TEVYLHQI
VMEHERVLKQGKQVLVLVPE IGLTPQTI SRFKQSRFHNCDNIAVLLHSGLNDSKRLQAWQHQAQSTGKAS I I LGTRSAIYTP

NTDB id 157760 AOY20 RS05715 WP 054580972.1 TEVYLQVMERVLKQGKQVLVLVPEIGLTPQTISRFQSRFHCNIVLLHSGLNDSKRLQAWQHAQSGKASIILGTRSAIYTP 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!**!* !!!!!!!!!!!!!!!!!!!!!!!!! !!!*! ! !!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!

logo LPNRLGL I I LDEEHDLSFYKQQEGFRYHAKRDVALYRAGHLEQGKCP I
V
I
LLGSATPS IDCSYAHLVEQTGKLKTALLEQLNQRAGHSALLMPKMH

NTDB id 157760 AOY20 RS05715 WP 054580972.1 LPNLGLIILDEEHDLSFKQQEGFRYHAKDVALYRAHLEKCPIILGSATPSIDCYALVEQGKLKLLELNQRAGSALMPKMH 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus !! !!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!*!! !!**!!!!!!!!!*!*!!! !!! ! !!!!!!*!!*!!!!
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NTDB id 157760 AOY20 RS05715 WP 054580972.1 VLDLKVSPKQHGISQLLIGEIKRRIERKEQVLIFLNRRGYAPVLICDSCAWQAKCPNCDANFTLHYQPYSHLHCHHCGTI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
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logo HRKLPDHCPEQCNQHQEKESLKPTI
LGAMGTAKVEEHSLNQELFPDNHVDVIRVDRDSTSRVGSWQKIYDR IQQTNSEKPSVI LLGTQMLAKGHHFP

NTDB id 157760 AOY20 RS05715 WP 054580972.1 HRKPDHCPQCNHEELKPIGMGTAKVEESLNELFPNVDVIRVDRDSTSRVGSWQKIYDRIQTSEPVILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus !! !!!!! !** !!**! !!!!!!!*!*!!!! *!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!
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H
YVTLVATI LDIDASGLLSVDFIRAPERTAQL IVQVASGRAGRGEHKKGDHVYLQTLRPDHPLLSTTL IVENHKDYRAFVAHKQTLAKERKAVAL

NTDB id 157760 AOY20 RS05715 WP 054580972.1 YVTLVTILDIDSGLLSVDFRAPERTAQLIVQVSGRAGRGEKKGDVYLQTLRPDHPLLSTLVNHDYRAFAHQTLKERKAAL 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus *!!!! !!!!! !!!!!! !!!!!!!!!!!!! !!!!!!!*!!*!!!!!!!!!!!!!*!!* *!!!! !*!!! !!! !!

logo LPPYRYATAVL IRACESKDNQRDQLYNTLQDHFLNQEGAYAEQNQLRQTI
NAGNDE I

L
I
VDIWGP IPAPMERKAGRYQRAHMVI

LLSAQDRAKRLHFYI
LRQWWAQNQ

NTDB id 157760 AOY20 RS05715 WP 054580972.1 LPPYRYTALIRCESKNQQLNQDFLQGYAQNLRTNANELIDIWGPIPAPMERKAGRYQAHMVLLSQDRAKLHFYIRQWWQN 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ 720
consensus !!!!!! !!!*!!! *!!* ! *!! ! ***!!!!!!!!!!!!!!!!! !!!!*!! !!!*!!!!*!!!! *

logo

L
M
L
VHAQKPRPQHSNQLMKRLS ILDI

VDPQEFLS
NTDB id 157760 AOY20 RS05715 WP 054580972.1 MLHQK.PSNMKLSLDIDPQELS 740
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVHAPRQHQLRLSIDVDPQEFS 742
consensus **! *******!!*!*!!!! !
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