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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDYANL 72
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEYASL 72
NTDB id 1293 VP RS12240 WP 005479695.1 ........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEYASL 72
NTDB id 1110 NGFG RS09235 WP 003689817.1 ........MSVGLLRILVQNQVVTVEQAEHY.YNESQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRHYPRHRV 71
NTDB id 1251 GCO85 RS07725 WP 011946523.1 MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDVGTI 80
NTDB id 157759 AOY20 RS05505 WP 054580936.1 ...MQSIPKFTGFIRQLVEKGMIDAEHMLSAIETAKQLDQDIVPYLIQNHHIHPLDIAKAISHEFGDPLFDLDAYDSSLI 77
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDPALF 80
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDTSQI 80
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 CQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRSIQGAANQGKE 152
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRSLGQEKSGLKE 152
NTDB id 1293 VP RS12240 WP 005479695.1 CQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRSLSHEKSGLKE 152
NTDB id 1110 NGFG RS09235 WP 003689817.1 LMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAGIAVELVIVEDDQLAGLLDWVGSRSTSLL.QE... 147
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSEYVE 160
NTDB id 157759 AOY20 RS05505 WP 054580936.1 IKDSVNDKIITKYKILPIFRRANILYVATANPTNITAIEAIRFSSQMHIEAIIVEYDKLKKLIEQHYSGEEIFNFDD... 154
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFDT... 157
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFND... 157
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ISQD..ELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPASHL 230
NTDB id 1401 DSB67 RS12665 WP 010643259.1 INQD..ELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQPPSHL 230
NTDB id 1293 VP RS12240 WP 005479695.1 INQE..ELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQPPNHL 230
NTDB id 1110 NGFG RS09235 WP 003689817.1 .......LGEGQEEEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQPPIAV 220
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DSGDLEGLEISADDED.QDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATPPASL 239
NTDB id 157759 AOY20 RS05505 WP 054580936.1 D....FDLEISDDTQK.TTPTEDDILKDESPIVKYVNKLLVDAIRIGASDLHFEPYEKIYRVRYRIDGVLRQIATPPLQL 229
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EE...LDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATPPLQL 234
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EE...FDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPPLQL 234
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 SRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLY 309
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLY 309
NTDB id 1293 VP RS12240 WP 005479695.1 SRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLY 309
NTDB id 1110 NGFG RS09235 WP 003689817.1 RGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLL 300
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNF 318
NTDB id 157759 AOY20 RS05505 WP 054580936.1 ATRLASRIKIMSQMDISEKRIPQDGRIKLKLSK.HKAFDFRVNSLPTLYGEKLVLRILDSSSAMMGIDSLGYEPDQKALF 308
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALF 313
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALF 313
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 LNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDV 389
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDV 389
NTDB id 1293 VP RS12240 WP 005479695.1 LEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDV 389
NTDB id 1110 NGFG RS09235 WP 003689817.1 LEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDI 380
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDI 398
NTDB id 157759 AOY20 RS05505 WP 054580936.1 LEALSKPQGMLLITGPTGSGKTVSLYTGISILNQEEVNISTVEDPIEINLEGINQVNVNQKVGLTFATTLRSFLRQDPDI 388
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDI 393
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDI 393
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 V............................MVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLA 441
NTDB id 1401 DSB67 RS12665 WP 010643259.1 V............................MVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLA 441
NTDB id 1293 VP RS12240 WP 005479695.1 V............................MVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLA 441
NTDB id 1110 NGFG RS09235 WP 003689817.1 I............................MVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIA 432
NTDB id 1251 GCO85 RS07725 WP 011946523.1 I............................MVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIA 450
NTDB id 157759 AOY20 RS05505 WP 054580936.1 IMVGEIRDLETAEIATTLRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIA 468
NTDB id 1018 ACIAD RS01685 WP 004920473.1 I............................MVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIA 445
NTDB id 1058 ABD1 RS01615 WP 001274986.1 I............................MVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIA 445
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 SSLSLIIAQRLARRLCKHCKIAV.RPSALLQSQFAFQPNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAE 515
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SSLSLIIAQRLARKLCPYCRQPQ.EPNSQLQH.IGIANTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSE 514
NTDB id 1293 VP RS12240 WP 005479695.1 SSLSLIIAQRLARKLCPYCKQPQ.EHTVQLQH.LGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSE 514
NTDB id 1110 NGFG RS09235 WP 003689817.1 SSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQR 511
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLVN..LKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQ 527
NTDB id 157759 AOY20 RS05505 WP 054580936.1 TSVNLVIAQRLARRLCHLCKRPI.NIPFQSLLEMGFTEEDIQNPTFQLYDANGCSACH.DGYKGRIGIYEVMKMTPEISR 546
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TSVNLVIAQRLARRLCSQCKRPI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISK 523
NTDB id 1058 ABD1 RS01615 WP 001274986.1 TSVNLVIAQRLARRLCSQCKIPA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISK 523
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 AIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ALIKGASVHELEKLAIANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1293 VP RS12240 WP 005479695.1 ALIKGASVHELEKLAIANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 VIMNNGTEVGILDVAYKEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LIMSGGNSLDILKLAQSEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 157759 AOY20 RS05505 WP 054580936.1 LIMEDCNSIQIAEASQLSGFQNLRRSGLLKAMQGITSLQEINRITSE 593
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IIMEDGNALEIAATAETLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IIMEDGNALEIAAASEKLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
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