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VFEMTPAVPQSTYFENQYSAASHQLKRNSPF ILMPSSLSAEAELKLIMAGSGRKKR
NTDB id 157755 AOY20 RS05255 WP 054580890.1 ....MKKLFFFSILFMIGCDSRIDFVNHQMNEIRREPPLPIESPPVFEPAPTYEYAAHQLRSPFIPSSLSEELKLMGGRK 76
NTDB id 1057 ABD1 RS15855 WP 000695065.1 MKIKQITLYVLACAVLVGCDSRIDAVNQEMANIRNQPPLPIEPAPIFTPVPQFNYAAHQLKSPFMPSSLAAELKIMAGKR 80
NTDB id 1013 ACIAD RS15180 WP 004923726.1 .MNNKILWLGLVILGLSGCDSRIDAIHQEMATIRNQPPLPIEPAPVFMPVPSFQYSASQLRNPFLPSSLAAELKIMSGKR 79
consensus * ** * ** **!!!!!!!*****!* !!**!!!!!!**!*! !*!***!*!*!!**!!*!!!!**!!!*!*!**

logo VYPNFLASRAPKPQHQPLESYALEASTLNSTMKGSLMKRKNI
K
N

R
N
A
G
K
QIMLAL IQTPDNQQE I EQRVQVGSNYI

MGMLNHQYGRVI IRTEHRVI STPTKQIDL IMVE I IVPDGHRDEG
NTDB id 157755 AOY20 RS05255 WP 054580890.1 VYPNLSRPQHPLESYALETLSMKGSLKNKNGKILALIQTPDQEIEQVQVGSYMGLNHGRVREVTPTKIDLIEIIPDGREG 156
NTDB id 1057 ABD1 RS15855 WP 000695065.1 VYPNFSRAPQPLESYALEALNMKGSMRNNRGQILALIQTPDQQIERVQVGNYMGMNQGRITHISPTQIDLVEIVPDGREG 160
NTDB id 1013 ACIAD RS15180 WP 004923726.1 VYPNLARPKQPLESYALESLTMKGSMRKINAQIMALIQTPDNEIERVQVGNYIGLNYGRIIRITPTQIDLMEIVPDGHDG 159
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logo YI
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NTDB id 157755 AOY20 RS05255 WP 054580890.1 YVERPRSLVLVGVTP 171
NTDB id 1057 ABD1 RS15855 WP 000695065.1 YVERPRTLVLIGPAP 175
NTDB id 1013 ACIAD RS15180 WP 004923726.1 YIERPRSLVLIGPKP 174
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