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MLMFNKLFSLKNSPKQNYL IFTQPL ILLSRPCQLLCSELIDGSTQRYEKAYTS ILCKDECWTEQI
LPWELTKEQKTI IQKRQNEDVQPS IVFLVACRHYEAYP INR I IQKQFKYEQQKLHFY

NTDB id 157741 AOY20 RS02420 WP 054580389.1 MLMFNLFSKSKNLITPILRCQLCSLDSQYKATICKDCWTQIPWETEKIIKQEVPIFVACRYEYPINRIIQKFKYEQQLHF 80
NTDB id 1042 H0N27 RS01930 WP 000472273.1 ..MFK.FLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHY 77
NTDB id 1071 ABD1 RS15375 WP 000472269.1 ..MFK.FLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHY 77
consensus !!* !*****!******!*!!******!***!!*!!*!*!!****!********!!!*!*!!!!!!!!*!!!!!*!!*
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NTDB id 157741 AOY20 RS02420 WP 054580389.1 QHLLANLILQLHLPKVQAIVPMPISEERLIERGYNQSLEVAKIVAKILNIPIWQPIQRMHQHSQKGLTRLERIENIQSQF 160
NTDB id 1042 H0N27 RS01930 WP 000472273.1 QTLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQF 157
NTDB id 1071 ABD1 RS15375 WP 000472269.1 QTLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQF 157
consensus !*!!!****!!**!!!!!!!!!!!!**!!*!!!*!!!!**!****!*!*!!*!!!*!!***!!!!!!*!!!!*!!!**!!
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LANAANSSTSY
NTDB id 157741 AOY20 RS02420 WP 054580389.1 QIKKDYKIRYKRVLILDDVVTTGSSILALMQSLEQLGCQKIFACAIANAN.... 210
NTDB id 1042 H0N27 RS01930 WP 000472273.1 VALTQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 VALTQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
consensus ********!!*!!!!*!!!*!!!!!!*!!*!*!*!!!!**!*!***!*!*****
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