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VSKDSLSVTSEKDEVKNKEEKEEPVLEQDL IT
NTDB id 263 KZH43 RS04195 WP 000387330.1 .....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLIT 75
NTDB id 222 SPD RS04535 WP 000387330.1 .....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLIT 75
NTDB id 188 SPR RS04295 WP 000387330.1 .....MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLIT 75
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .....MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPHTPVKETNLQAEVVAISKDSSTEKDVKKEEKEEPVEQDLIT 75
NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLL.......TLFS...................................................... 19
NTDB id 157735 AOY20 RS01450 WP 227510356.1 .......................MSF...................................................... 3
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ...MQYSMRFWKNKYFLLIMLCLGVI...................................................... 23
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ...MQYSMRFWKNKYFVLIMLCLGVI...................................................... 23
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NTDB id 263 KZH43 RS04195 WP 000387330.1 VDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTASSISKEKKV 155
NTDB id 222 SPD RS04535 WP 000387330.1 VDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTASSISKEKKV 155
NTDB id 188 SPR RS04295 WP 000387330.1 VDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTASSISKEKKV 155
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTGSGAPSSTSKDKKI 155
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ........MQIVF..............AQGFDQQY..DAWKTQQKAHDTRLNSSAS...HHSLS....KPTQQSGTGVKV 68
NTDB id 157735 AOY20 RS01450 WP 227510356.1 ........NQQVL..............AQSYDQKY..LEWKLKQETHDRTFKGKES...TVND...TLGTSGQYATTNKI 53
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ........SPSVC..............AQSFDQNF..QEWKAKQQMYDQKLNITKS...SHSNGSKISQTKNFNDSTGQI 76
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ........SPSVC..............AQSFDQNF..QEWKVKQQMYDQKLNISKS...SHSNSSKISQTKNFNDSTGQI 76
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NTDB id 263 KZH43 RS04195 WP 000387330.1 NLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 NLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 NLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 521 SMSK321 RS04960 WP 000443804.1 NLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 1014 ACIAD RS13855 WP 004924483.1 NINSATAKELQQLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 157735 AOY20 RS01450 WP 227510356.1 KLNSATVNELQQLTGIGLKKAEAIIEYRNKNGKFKSIEDIQQVKGIGLSLFEKNKLKLAL. 113
NTDB id 1041 H0N27 RS14740 WP 005124713.1 HLNQANVNEFQQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1069 ABD1 RS03060 WP 043960841.1 HLNQANVNEFQQLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
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