logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

372 SMU RS05280 WP 002262198.1

374 SMU RS06885 WP 002262930.1

157701 SanJ4211 RS03610 WP 021001531.1
413 AAK55817.1 141..845( )

606 V4T04 RS01910 WP 003130756.1

471 HSISS4 RS01430 WP 002883757.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

372 SMU RS05280 WP 002262198.1

374 SMU RS06885 WP 002262930.1

157701 SanJ4211 RS03610 WP 021001531.1
413 AAK55817.1 141..845( )

606 V4T04 RS01910 WP 003130756.1

471 HSISS4 RS01430 WP 002883757.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

372 SMU RS05280 WP 002262198.1

374 SMU RS06885 WP 002262930.1

157701 SanJ4211 RS03610 WP 021001531.1
413 AAK55817.1 141..845( )

606 V4T04 RS01910 WP 003130756.1

471 HSISS4 RS01430 WP 002883757.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

372 SMU RS05280 WP 002262198.1

374 SMU RS06885 WP 002262930.1

157701 SanJ4211 RS03610 WP 021001531.1
413 AAK55817.1 141..845( )

606 V4T04 RS01910 WP 003130756.1

471 HSISS4 RS01430 WP 002883757.1

consensus

N@K& N e e e

MKKILIVDDEKPIS SRVLINGECY § TAIFIGREALEYSEIABNZDLI ILDLMLPE DGEEVA 13
BUKKIL VDDEKIEIN  E€3Y VBSEGY || TAISNGREALEMIANANLD ILDLMLPE DGEVARM
BUKKILIVDDEKZIN = F€BY WWSEGY || TAMNGREALEMNZHINANZD IILDLMLPE DGHEVA §i
BUESKKILT DEKNY I3 SLELEHEGYATEIKD NGRE LENEYONDLI LDLMLPE DGJEVARJ
RISk ILIV DEKY ARF SLEQH \| TADBYGRE LEYSRAENIDLI LDLMLPE DGIJEVERK QQEKDTY
EIETTE Dok k% ¥ 1 T

MNYKEFFES NN P E QESNIA NNVQSK EALENRSSIIIDLINILD MLP [¢RIGIJE VIFRD

DS|a3D VHGLE GADDY AHLRRTINIESAVAEENAIGIPE
DSpwD VEAGL GADDY IWFFIIEBHGHAV . ERAENM. . . . . SFRIDHVEIIDKTNRTMH GK

ﬁA@D&EFD(MQ B NIt s sl
DSINID VMGLE GADDY ANMLRRIN LTIENQ.EAEAAPTE
DSERIIDIVINGL. BIGADDY ATFRRQ IEAAKNAPAKA ..... TYRDLK DVQNRT V

FIlJV SDIEKQY QEFENEIShYal Ve33R PAIE LI LB IM@JAYPEKDDT . . . ... .. .. PTCQ NFSQA KGE
GPIAQMLPDAFMAKIARG

VElGIIQNL TD AFNMIKIAH G

DS|#3D VMGLE GADDY J\LiB:3JSQPMPVDGQ . EAD KPQP GINAERVPDAYMAKIY G

LLIGILEY NG QV

LLEASILEY aGQV (EN4YIURRINND
LLpgILIY EMYGQV G Y MRINPN
LTMQNV . VI ERK
LLNTLL.NMNQV

| [ 3 * %

229
235
233

230
229

non conserved
similar
> 50% conserved

[ > eS|

150
155
153
154
151
151

229
235
233
234
230
229



