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NTDB id 377 SMU RS09275 WP 002262344.1 KRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLN 594
NTDB id 329 STU RS10020 WP 011225298.1 KRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLN 597
NTDB id 297 STER RS00545 WP 011680614.1 KRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLN 597
NTDB id 156755 SanJ4206 RS01105 WP 022525288.1 TKVIGQNEAVEAVARAIRRNRAGFDEGNRPIGSFLFVGPTGVGKTELAKQLALDMFGTKDAIIRLDMSEYSDRTAVSKLI 496
NTDB id 601 KW2 RS02615 WP 021036805.1 AHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLI 523
NTDB id 378 SMU RS02690 WP 002263569.1 TRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLV 530
NTDB id 281 KZH43 RS03550 WP 000882517.1 SHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLV 529
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NTDB id 377 SMU RS09275 WP 002262344.1 DDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPS 753
NTDB id 329 STU RS10020 WP 011225298.1 DDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPA 756
NTDB id 297 STER RS00545 WP 011680614.1 DDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPA 756
NTDB id 156755 SanJ4206 RS01105 WP 022525288.1 ESFT.....GDEEKD.....MKIMDRLKPYFRPEFLNRFNAVIEFSHLGKEDLAEIVELMLDEVNQTLAKKDITLTVTDA 644
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NTDB id 378 SMU RS02690 WP 002263569.1 SEANVGFGASREGRT.....NSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDK 682
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