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NTDB id 156753 SanJ4206 RS01090 WP 003028478.1 MNFEKIEQAYALLLENVQEIQNELLTSFYDALIEQNGSYLDGNIELDSVRQNNEKLKVLKLNKEEWRRAYQFLLMKAAQT 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!!!!*!!*!!!*!*!*****!*!**!!!!!!!!**!!******!****!!*!!**!*!*!!!!!!**!!***!!*!*
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L
MGLI ELVDDLL IDI

LSAS IADVMLDASKS
NTDB id 156753 SanJ4206 RS01090 WP 003028478.1 EPLQANHQFTPDSIGFILTFLIDQLSKKEHIDILEIGSGMGNLAETILNNTQKNVDYLGLELDDLLIDISASIADVMDAK 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!!!!!!***!***!**!***!!*!!!!!*!!!!!!!*!!**!**!!*!*!*!!!!!!*!!!!!!!*!**

logo VSHFVQGEDAVRPQVI LKESDI
V I I SDLPVGFYPDNDNKIAAQRYEQVASATKQLEGHTYAHHLLMEQSLKYLKPKDEGYLAI FLAPNVDLLSTSSEQ

NTDB id 156753 SanJ4206 RS01090 WP 003028478.1 VSFVQGDAVRPQVLKESDVIISDLPVGFYPDDNIAARYEVASTQEHTYAHHLLMEQSLKYLKPDGYAIFLAPNDLLSSSQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus !*!!!*!!!!!!*!!!!!*!!!!!!!!!!!*!*!!*!!*!!****!!!!!!!!!!!!!!!!!**!*!!!!!!*!!!*!*!

logo SDPLLKKWLQKNHNAVQTIVLAMVIASLPEALI FGKNQAKASYNAIKTS I FVLKKQESEQQASVLQEPSFVYAPLSTDLQDQPNEDVLLRERFSMEKKNFQKNKWSKREEDSNEVI
F

NTDB id 156753 SanJ4206 RS01090 WP 003028478.1 SDLLKKWLQKHAQIVAMIALPEALFGNAAYAKTIFVLKKQEEQAVQPFVYALSDLQDQNDLLEFSEKFQNWSRESEI 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!!!!!!!****!*!*!*!!!!*!******!*!!!!!!!**!****!!!*!*!!!!***!**!***!**!******
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