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NTDB id 588 KW2 RS10845 WP 051303741.1 MSKALSLIHGRK KN KAFTL EML VLINIIS L LLFVPNLK AQ GAAVVKVVESQA LY DNBIK
NTDB id 460 GPW51 RS00790 WP 011921720.1 . .......... MESUL\PRAMIKVK FTLVEMLVVL{EIIS L LLFVPNL [QK A JSKGWAAVVKVVESQEEL Y| D.
NTDB id 502 SM12261 RS00955 WP 000738641.1 ....... INKVKAFTLVEMLVVLLIISVL LLFVPNLTKQKEAV DKGISAAVVKVVESQAELYH N .
NTDB id 272 KZH43 RS09255 WP 000738626.1 ....... INKVKAFTLVEMLVVLLIISVLIJLLFVPNLTKQKEAV DKGJJAAVVKVVESQAELYH N.
NTDB id 231 SPD RS09885 WP 000738626.1  ....... INKMNITF INKVKAFTLVEMLVVLLIISVLIJLLFVPNLTKQKEAV DKGISJAAVVKVVESQAELYH N .
NTDB id 197 SPR RS09420 WP 000738626.1 ....... IAKMUITF INKVKAFTLVEMLVVLLIISVLIJLLFVPNLTKQKEAV DKGJSJAAVVKVVESQAELYH N.
NTDB id 162 SP RS10370 WP 000738627.1 ....... INKVKAFTLVEMLVVLLIISVLIJLLFVPNLTKQKEAV DKGJQAAVVKVVESQAELYH N.
NTDB id 530 SMSK321 RS09230 WP 000738643.1 ....... INKVKAFTLVEMLVVLLIISVL LLFVPNLTKQKEAV DKGISJAAVVKVVESQAELYHN N .
NTDB id 396 FSA28 RS09395 WP 002263437.1 . .......... VBV AFTL EMLVVLLIIS L LLFVPNLTKQK ISVISDING{¢ AVVKVVESQAELYIRLINKIN B
NTDB id 387 SMU RS09025 WP 002263437.1 ........... VNIV AFTL EMLVVLLIIS L LLFVPNLTKQK ISVISADING[¢ AVVKVVESQAELYRLINKIN B
NTDB id 156749 SanJ4206 RS01065 WP 003028473.1 ........... MBAKVK FTLVEMLVVLLIISVL LLFVPNLTKQKEAVEN KGNAAVVKVVESQAEL & I IBYEIS
NTDB id 431 SGO RS09410 WP 012130940.1 ........... i@ VKAFTLVEMLVVLLIISVL LLFVPNLTKQKEAVDGAAVVKVVESQAELY KNTGEQ
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NTDB id 588 KW2 RS10845 WP 051303741.1 PNINSEMLE ACMIEIEK @V TINIDBN] Y D QYK NE@ENF D[y 116
NTDB id 460 GPW51 RS00790 WP 011921720.1 A LQAGITEQAK@Y 93
NTDB id 502 SM12261 RS00955 WP 000738641.1 A GRIITEEQAKAYK 107
NTDB id 272 KZH43 RS09255 WP 000738626.1 A GIIITEEQAKAYK D 108
NTDB id 231 SPD RS09885 WP 000738626.1 A GRIITEEQAKAYK RVD 108
NTDB id 197 SPR RS09420 WP 000738626.1 A GRIITEEQAKAYK RISVIID 108
NTDB id 162 SP RS10370 WP 000738627.1 A GRIITEEQAKAYK RIMVIID 108
NTDB id 530 SMSK321 RS09230 WP 000738643.1 A GITEEQAKAY RISVIID 108
NTDB id 396 FSA28 RS09395 WP 002263437.1 A LSKLNYABGHIT EQAN YK HPSKTIZH\A 104
NTDB id 387 SMU RS09025 WP 002263437.1 A LSKLWARIGNIT EQAN HPSKTIH\A 104
NTDB id 156749 SanJ4206 RS01065 WP 003028473.1 [N HTKEAJRSVAD 105
NTDB id 431 SGO RS09410 WP 012130940.1 A NSETQAYJA 105
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