logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125

156746 SanJ4206 RS00960 WP 100069431.1

279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125

156746 SanJ4206 RS00960 WP 100069431.1

279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125

156746 SanJ4206 RS00960 WP 100069431.1

279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125

156746 SanJ4206 RS00960 WP 100069431.1

279
238
204
169
537
509

consensus

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

B T e O

................... MAKINK - J4F 'CQBICGYIRSPK /G CPECG . Wh 'WIVEE ' IRQ@NFANIARE - 13 - ESAANERUNK PRIY
I AN T YNNG A KKKATFVCQNCIaY[ISPKYLGRCPNCG WSSFVEEVEVHEVKNAR SLTG[EKHE
................... MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEK...
................... MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEK|HE.
................... MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEK S,
................... MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEK|HE.
................... MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEKHE.

................... MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEKNES
I R e e R I B I Y e I Y Ry R *

ABTSIMARTE EEIAL A L P ST oy UG R

IS 2 BAERIUKT REEFNRVLGGGVVISGSLVLIGGDPGIGKSTLLLQVSIIQLS[EREN| VLY SGEESPIYQMKLRA RL
LAEVTSINVNRTKT MEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSiVQMGTVLYVSGEESA QIKLRAERL
LAEVTSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVS
LAEVTSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV
LAEVTSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV
LAEVTSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV
LAEVTSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV
LAEVTSINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVR

N I

P RIS R AT

GDIDSEFYLYAETNMQS RAE E If{PDFLIIDSIQTISPEISEVQGSVSQVREVTAELMQLAKTNNIAWFIVGH TKE
GDIDSEFYLYAETNMQSVRAEVERIQOPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKE
GDIDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKE

GDIDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKE
GDIDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKE
GDIDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKE

GDIDSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKE
N * sk ok ok | | PELLL % 1 N [ ] N

ARG T ARG STE BB AS

G AGPRJBLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNE GIFEMBNAGLYWEVLNPS FLEEREEG RGSSIpEY M
GTLAGPRYLEHMVDTVLYFEGERMHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM
GTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM
GTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM

GTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM
GTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM
GTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM

GTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTM
N N

141
156
137
137
137
137
137
137

221
236
217
217
217
217
217
217

301
316
297
297
297
297
297
297



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125

156746 SanJ4206 RS00960 WP 100069431.1

279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125

156746 SanJ4206 RS00960 WP 100069431.1

279
238
204
169
537
509

consensus

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

LAY T FIBRRTT LFIASL AL CRDRTAS L A DA

EGTRPILIYE QAL PTHFGN)y RIWATG DINRWYSL MAVLEKR|YGLLLQNQDAYLK|JAGGVKLDEPAIDLA |j

L

EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASS
EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASS
EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASS

EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATIASS
EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASS
EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASS

EGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASS
N N N

YT 1 ARNRECRNEMAL K0 ROSLT 7 el T b g

DIPIINPEl CF GE GLTGE RRVBJRIEQR IYEAAKLGF)Y 458
YKDMPTNPQECF GE GLTGEIRRVNRIEQRINEAAKLGFTK YMPKNSLWG ] PEYYI VIGVTTIEEVLEKVF P 472
YKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVEFAR 453
YKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
YKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVEFAR 453
YKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT PKEIQVIGVTTIQEVLKKVFAR 453
YKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITRHPEEIQVIGVTTIQEVLKKVFAR 453
YKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITIFPKEIQVIGVTTIQEVLKKVFAR 453

N e N e e I I R I e I I Y e Ry e oy oy Ry Y Y R Ry

X non conserved
B similar
>50% conserved

381
396
377
377
377
377
377
377



