
logo MKNNDCFLRLKDNSPQSGMAL I EVLVAMLVLTIG I LALLSVQLRTVASVREAETQTIVSQITQNLMEGML IMNPTIDSDSNKKN
NTDB id 1137 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
NTDB id 1121 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
NTDB id 156585 AN159 RS01730 WP 002249636.1 MKNNDCFRLKDSQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKN 80
NTDB id 1087 NMV RS07485 WP 014574103.1 MKNNDCFRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKN 80
consensus !!!!!! !!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!
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TKAGTDQLAEKEAQLDKRFGSYELKNQALPDAAVAIHRYAVCKDSLSGAKDAPTLSAGSNATFSQSNCD

NTDB id 1137 NGFG RS02425 WP 003694976.1 YNLYTGSYA....PTSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLS.GNTFSSNCD 155
NTDB id 1121 NGFG RS02425 WP 003694976.1 YNLYTGSYA....PTSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLS.GNTFSSNCD 155
NTDB id 156585 AN159 RS01730 WP 002249636.1 YNLYMRNHT....LSAVGGDFAIDAIKTKAQLAEEQLKRFSYELKNALPDAAAIHYAVCKDSLGAAPTLSAGSAFSQNCD 156
NTDB id 1087 NMV RS07485 WP 014574103.1 YNLYMGNHTLPHTLSAVDGDFAIDAMKTKGQLAEAQLKRFSYELKNALPDAAAIHYAVCKDSSGKAPTLS.GNAFSSNCD 159
consensus !!!! * * ** *!!! * * *!* !! *!! !! !!!!*!!!!! !!*!!!!!!!*!*!!!!! !* !!*!!!
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KANGDTL IKVLWVNDSAGDSDIASFRTNLETVNSGDNSNIVYTYQARVGGRE

NTDB id 1137 NGFG RS02425 WP 003694976.1 KKANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 1121 NGFG RS02425 WP 003694976.1 KKANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 156585 AN159 RS01730 WP 002249636.1 GSANGDTLIKVLWVNDSAGDSDIARTNLETNGNNIVYTYQARVGGRE 203
NTDB id 1087 NMV RS07485 WP 014574103.1 NKANGDTLIKVLWVNDSAGDSDISRTNLEVSGDNIVYTYQARVGGRE 206
consensus **!!!!!!!!!!!!!!!!!!!!!*!!!!!**!*!!!!!!!!!!!!!!
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