
logo MSAPS IQRAFDPLTAVP I SGTNL I EASAGTGKTYGIAALFTRL IVLEQKNSVERVLVVTFTKAATAELKTRLRAGRLDDVLQVLE
NTDB id 156583 AN159 RS01185 WP 069972248.1 MSASIQAFDPLTVPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKNVERVLVVTFTKAATAELKTRLRGRLDDVLQVLE 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus !!!*! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!

logo SKEGIAEKLGDDTLSDGIAAYCAEHHEGDTFLPAELLEKQALQKEGSRTRL IVRLKAAIGQFDNAAIYTIHGFCQR I LRDYAFLC
NTDB id 156583 AN159 RS01185 WP 069972248.1 SKGIAKLGDDTLSDGIAAYCAEHHEGDTFLPELLKQALQKEGRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus !! !! !!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QAPFDVELMTEEDGDRLL IVPAQDFWRERVSGNDPVLAALAFLKRKAVPQTVLAQIRSARYLSRPYLNFRRPQADLKQAQRDNAETS
NTDB id 156583 AN159 RS01185 WP 069972248.1 QAPFDVEMTEEDGDRLLIPAQDFWRERVSNDPVLAALALKRKAVPQTVLAQISRYLSRPYLNFRRPQADLKQAQRNAETS 240
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
consensus !!!!!!!*!!!!!!!!!*!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!! !!!!

logo WQTI
VCRLLPELEAGFWR IHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCFLDKDTHDERLLKLASSDKLEAGLKKGKTPDAA

NTDB id 156583 AN159 RS01185 WP 069972248.1 WQTICRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPFLDKDTHDRLLKLASDKLEAGLKKGKTPDAA 320
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAA 320
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!! !!!!!!!!!!!!!!!!!

logo VFAELQKLADFGRDLNALEEAEEATTMIRLQLDL I EYLNRSSLAEMKKSRRERGFDDLLLDVHTALTDNPHADETLPARAVAEN
NTDB id 156583 AN159 RS01185 WP 069972248.1 VFAELQKLADFGRDLNALEEAEEATMIRLQLDLIEYLNRSLAEMKKSRRERGFDDLLLDVHTALTDNPHADTLARAVAEN 400
NTDB id 1132 OK783 RS01905 WP 010951035.1 VFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAEN 400
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!

logo WE I
TAL IDEFQDTDPLQYE I FQKI F IAQRNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAAL IGS IG

NTDB id 156583 AN159 RS01185 WP 069972248.1 WETALIDEFQDTDPLQYEIFQKIFIAQNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIG 480
NTDB id 1132 OK783 RS01905 WP 010951035.1 WEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIG 480
consensus !! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALFRLKERPFVLENIGYSEVGAARAESRLSPEKRPAVQLVRWLHENDNEKANKDVLRRRAADYCADE IAHRALNEAASGRGRLNF
NTDB id 156583 AN159 RS01185 WP 069972248.1 ALFRLKERPFVLENIGYSEVGAARAESRLSPERPAVQVRWLHENDNEKANKDVLRRRAADYCADEIAHALNEAARGRLNF 560
NTDB id 1132 OK783 RS01905 WP 010951035.1 ALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLNF 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!



logo KDGCRPLQSGDIAVLVRTHNEAVMI
VSAALKKRQGVQNSVLLSRESVFASPEAAALSAL IGFWLEPRRAGTLRFVLTSGS I FGYDNA

NTDB id 156583 AN159 RS01185 WP 069972248.1 KGCPLQSGDIAVLVRTHNEAVMVSAALKKRQGQNVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSSIFGYNA 640
NTDB id 1132 OK783 RS01905 WP 010951035.1 KDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGYDA 640
consensus ! *!!!!!!!!!!!!!!!!!!!*!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !

logo QQLHDFNQNESE I LHWAESARTALDI
NWNQKQYGI FAAMQQFSQTHGI ETRLLSRNNGRSLTNYFQLLELLAAEDAQNTRNTPAA

NTDB id 156583 AN159 RS01185 WP 069972248.1 QQLHDFNQNESEILHWAESARTALDNWNQYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQTRTPAA 720
NTDB id 1132 OK783 RS01905 WP 010951035.1 QQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPAA 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!

logo LHKWLRDQI SLAGNNGSGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQI LHQGSANRATELLAKAQ
NTDB id 156583 AN159 RS01185 WP 069972248.1 LHKWLRDQISLAGNNSGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQSANRTELLAKAQ 800
NTDB id 1132 OK783 RS01905 WP 010951035.1 LHKWLRDQISLAGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELLAKAQ 800
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!

logo LSEDSEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYL I EGLPQDSRETVRQRTYACQEKDGITMLKQRNW
NTDB id 156583 AN159 RS01185 WP 069972248.1 LSEDEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRQTYAQEKDGITMLKQNW 880
NTDB id 1132 OK783 RS01905 WP 010951035.1 LSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEKDGITMLKRNW 880
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!! !!

logo RRVADNAPAGTDFATFTEDNAPPPAAYRGSNADGQATAEFAANS IPERGRFRFVRHTSFPTALSRHTQTPDGGEEDACPSLDAAETS
NTDB id 156583 AN159 RS01185 WP 069972248.1 RRVADNAPAGTDFAFTENAPPPAAYRSNAGQTAEFAANSIPERRFRFVRHTSFPALSRHTQTPDGGEEDACPSLDAAETS 960
NTDB id 1132 OK783 RS01905 WP 010951035.1 RRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEEDACPSLDAAETS 960
consensus !!!!!!!!!!!!! !!! !!!!!!!! !! ! !!!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VAPAMPSETPTASDGI S IHDFPKGTQAGLCLHE I LEDFKFGQAAAEGQETL IADKLKKYGFEE I
MWLPAVAEMAEACQRKTPLT

NTDB id 156583 AN159 RS01185 WP 069972248.1 VAAMPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAGQETLIADKLKKYGFEEMWLPAVAEMAEACQKTPLT 1040
NTDB id 1132 OK783 RS01905 WP 010951035.1 VPAMPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAEMAEACRKTPLT 1040
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!

logo GAYCGLSDIPPEGCRCRPEMGFTLHTEDFGLKRLRDWFLARDDIRLPEVCRAAAETLDFHTVNGFLNGF IDMVCQDPDEGNIC I
V I

NTDB id 156583 AN159 RS01185 WP 069972248.1 GAYCLSDIPPECRCPEMGFTLHTEDFGLKRLRDWFARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMVCQDPEGNICVI 1120
NTDB id 1132 OK783 RS01905 WP 010951035.1 GAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMVCQDPDGNICII 1120
consensus !!!*!!!!!! !!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!



logo DYKSNHLGADASAYTRQAMDEAVAHHQHYYLQAL IYAVAASARYFKLRGQPPAAVSVRYLFLRGI
LDGKGGGVWHRWDIDAAAL

NTDB id 156583 AN159 RS01185 WP 069972248.1 DYKSNHLGADASAYTRQAMDEAVAHHHYYLQALIYAVASARYFKLRGQPPAAVSVRYLFLRGIDGKGGGVWHWDIDAAAL 1200
NTDB id 1132 OK783 RS01905 WP 010951035.1 DYKSNHL....SAYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKGGGVWRWDIDAAAL 1196
consensus !!!!!!!****!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!

logo EQIK
NTDB id 156583 AN159 RS01185 WP 069972248.1 EQIK 1204
NTDB id 1132 OK783 RS01905 WP 010951035.1 EQIK 1200
consensus !!!!
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