logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

601
378
241
281
245
243

156464 FORC24 RS00530 WP 069357942.1

Kw2 RS02615 WP 021036805.1
SMU RS02690 WP 002263569.1
SP RS04015 WP 000882523.1
KZH43 RS03550 WP 000882517.1
SPD RS03860 WP 000882517.1
SPR RS03635 WP 000882517.1

85 BSU 00860 NP 387967.1

610
290
289
287
377
297
329

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

601
378
241
281
245
243

156464 FORC24 RS00530 WP 069357942.1

V4T04 RS10165 WP 012897346.1
KZH43 RS10025 WP 001109677.1
SPD RS10700 WP 001109677.1
SP RS11210 WP 001109712.1
SMU RS09275 WP 002262344.1
STER RS00545 WP 011680614.1
STU RS10020 WP 011225298.1

KW2 RS02615 WP 021036805.1
SMU RS02690 WP 002263569.1
SP RS04015 WP 000882523.1
KZH43 RS03550 WP 000882517.1
SPD RS03860 WP 000882517.1
SPR RS03635 WP 000882517.1

85 BSU 00860 NP 387967.1

610
290
289
287
377
297
329

consensus

V4AT04 RS10165 WP 012897346.1
KZH43 RS10025 WP 001109677.1
SPD RS10700 WP 001109677.1
SP RS11210 WP 001109712.1
SMU RS09275 WP 002262344.1
STER RS00545 WP 011680614.1
STU RS10020 WP 011225298.1

ErA9EA REcamL ES H%LEALEEQNYP%%QQ&ILAQEEQE PEEELEy aABYALELsEDYR

)

K
e
=N
M W
ZO
M‘H
vr
»m
TJ

ERAQKVLALSQEEMIRIGHNN
.. ERAQKVLALAQEEJALRLGHNN
MKFENIKMSPTLDRILEKAEEYJNHQYQYGT
KALNECIESAYMVEIGHFGARY
KALNECIESAYMVJAGHFGARY
..... KALNECIESAYMVIAGHFGARY
LKMQEVFRLAQFEJARFESSY
RKMQAIFHRAQLEMERFESPF
RKMQAIFHRAQLEJAERFESPF

INGLSFAEFEADVRFEDYQAAATILAIGKKPKSSS
WWYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS
IWYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS

MommmmmaQ

Bl el i N W

* %

o] by Rka DA etV TR \.YﬁxLH oo Ry | B EsyepesbiyetOkES LEEE

. PNIHBYTSVN DLCQNCYQN. . . MKSEGHEAMEEAGN SGNSDE ............ PFNP . FN)) FSA
. . JRIHRYANVN DILCQNCYQ ...MKTDPENGPLNH ............... INPFFDBFFGD
. JESHRYTNLN DILCQNCYKM. . . IKTDPNNS|BEKGMTRLINNRD . . . . ........... FDP.FG@NFFND
. . JRSHRYTNLN DILCQNCYKM. . . IKTDPNNS|BEKGMTBILMNRD . . . .. .......... FDP.FGNFFND
JRIHRYTNLN DILCQNCYKM. . . IKTDPNNS|BEKGMTBLINRD . . . . ........... FDP.FG@NFFND
JRIHRYTNLN DILCQANCYK .IKTDPNNS|BEKGMTBILJNRD . . . . ........... FDP.FG@NFFND
GTEASQTVHY GEGVAARMENNLGVSLNKARQQVLQ. .
GQEMSQTIHY GEGVAARMSNNLGVSLNKARQQVLQ. .
VKVKRSTLRF QVERGFGLQE®KL . . . ...... QKINIVS|MRKE
QDEpFTELPFERRLQILFPEAEYVAS HBGNALATREMEERAGFSYEDKKDQVKIAAJ®RRN
QDEpFTELPFSRRLQILFIJEAEYVAS HBGWALATREMEERAGFSYEDKKDQVKIAAJ#RRN
QDEQRFTELPFSRRLQVLFIEAEYVAS HBRSNWALATREMERAGFSYEDKKDQVKIAAJ®RRN
N. .DEMBLEQSHBELKRTHEAEAAAISQ LNPWLLATR@MELVGFHAKDDGESIRLL|JBRKV
ESDIMDIBRAQSPELEAMBOEAQEIAS LHKBLMVCREMEVAGFQYKDDSDKPRII|M®RRS
ESDIpDIRRAQ LEAMBQEAQGIAS LHKBLMVCREEEVAGFQYKDDSDKPRII|MHERRS

* [P K22 N2 K2 K2 N2 K2
T2 HHH e



logo

NTDB id 601
NTDB id 378
NTDB id 241
NTDB id 281
NTDB id 245
NTDB id 243

NTDB id 156464 FORC24 RS00530 WP 069357942.1

Kw2 RS02615 WP 021036805.1
SMU RS02690 WP 002263569.1
SP RS04015 WP 000882523.1
KZH43 RS03550 WP 000882517.1
SPD RS03860 WP 000882517.1
SPR RS03635 WP 000882517.1

NTDB id 85 BSU 00860 NP 387967.1

NTDB id 610
NTDB id 290
NTDB id 289
NTDB id 287
NTDB id 377
NTDB id 297
NTDB id 329
consensus

logo

NTDB id 601
NTDB id 378
NTDB id 241
NTDB id 281
NTDB id 245
NTDB id 243

NTDB id 156464 FORC24 RS00530 WP 069357942.1

VAT04 RS10165 WP 012897346.1
KZH43 RS10025 WP 001109677.1
SPD RS10700 WP 001109677.1
SP RS11210 WP 001109712.1
SMU RS09275 WP 002262344.1
STER RS00545 WP 011680614.1
STU RS10020 WP 011225298.1

KW2 RS02615 WP 021036805.1
SMU RS02690 WP 002263569.1
SP RS04015 WP 000882523.1
KZH43 RS03550 WP 000882517.1
SPD RS03860 WP 000882517.1
SPR RS03635 WP 000882517.1

NTDB id 85 BSU 00860 NP 387967.1

NTDB id 610
NTDB id 290
NTDB id 289
NTDB id 287
NTDB id 377
NTDB id 297
NTDB id 329
consensus

V4T04 RS10165 WP 012897346.1
KZH43 RS10025 WP 001109677.1
SPD RS10700 WP 001109677.1
SP RS11210 WP 001109712.1
SMU RS09275 WP 002262344.1
STER RS00545 WP 011680614.1
STU RS10020 WP 011225298.1

ATINEDYA ot BORKR vy s NRANS L 82k

.DFNGAASNQ. .. ..
RAFNNQDLPN. .. ..
RPS@N..TPP.....
RPS@N..TPP... ..
RPS@N..TPP.....
RPS@N..TPP... ..

TPETQTG
TPIETQAG
IPETQSG
IPETQSG
IPETQSG
IPIETQSG

S=Ea=raN

TGLKVPESKKAVTPMSKRKMAKE
AGWEMREDLKA .LRQRHRTV.ADK
AGWEMREDLKA.LRQRHRTV.ADK
AGWEMREDLKA.LRQRHRTV.ADK
AGFSKEDIKA.IFEMRK|ZKKVKN
AGLSKQDLKA.IHDLRK

AGLSKQDLKA.IHDLRK

IRILNRRTKNNPVL
IRILYRRTKNNPVL
IRILYRRTKNNPVL
IRILNRRTKNNPVL
IIRILYRRTKNNPVL
IRILYRRTKNNPVL
Il LSRRTKNNPVL
Il LSRRTKNNPVL

IBIILSRRTKNNPVL

KKSK

* *

KKSKI

GEPGVGKTA
GEPGVGKTA
GEPGVGKTA
GEPGVGKTA
GEPGVGKTA
GEPGVGKTA
GEPGVGKTA
GEPGVGKTA
GEPGVGK A
G BGVGKTA
G B\GVGKTA
G BGVGKTA
G B\GVGKTA
GEBGVGKTA
GEBGVGKTA

LEREREN

LB L W gl

WEGLAQ
WEGLAQ
MEGLAQ
MEGLAQ
MEGLAQ
MEGLAQ

IVDGDVPQKLQNKE
IVINGDVP[JYLESS
IVINGDVPIAL e
IVINGD VPdL (A[F4N
8/ DEMBIHKIAGKQ
SR DENASHKINAGKQ

A

[l el e A o

) el DA T s

I

DPVIGRDJAETIISR
DPVIGRDJAETER
DPVIGRD|NEIMR
DPVIGRDBEINMR
DPVIGRDBEIMR
DPVIGRDBEINMR

SLARDLTV ARIIALDPVIGRSMISE I[NR
SLARDLTA A IWMNLDPVIGREIMEI[NR
SVSSDLTEiARLiKLDP IGR HEIPR

INGIDL.TE[@MARSIGINL. PVIGRDISEISR
IN:IDLTERARBSJGISL. PVIGRDISEIBR
IN:IDLTE[ARBSJGISL PVIGRDISEIRR
IGMDLTE AR[RGIIL. PVIGR [MEISR
INDLTEN AISIGNLDPVIGRDINEIBR
INDLTEY AIMSGIJLDP IGRDIREISR

kx| okox | * % |

Titx 11 Tx

PEYEIN

%RV

B

136
143
142
142
142
142
193
192
205
218
218
218
222
225
225

216
223
222
222
222
222
273
272
285
298
298
298
302
305
305



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

601
378
241
281
245
243

156464 FORC24 RS00530 WP 069357942.1

KW2 RS02615 WP 021036805.1
SMU RS02690 WP 002263569.1
SP RS04015 WP 000882523.1
KZH43 RS03550 WP 000882517.1
SPD RS03860 WP 000882517.1
SPR RS03635 WP 000882517.1

85 BSU 00860 NP 387967.1

610
290
289
287
377
297
329

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

601
378
241
281
245
243

156464 FORC24 RS00530 WP 069357942.1

V4AT04 RS10165 WP 012897346.1
KZH43 RS10025 WP 001109677.1
SPD RS10700 WP 001109677.1
SP RS11210 WP 001109712.1
SMU RS09275 WP 002262344.1
STER RS00545 WP 011680614.1
STU RS10020 WP 011225298.1

KW2 RS02615 WP 021036805.1
SMU RS02690 WP 002263569.1
SP RS04015 WP 000882523.1
KZH43 RS03550 WP 000882517.1
SPD RS03860 WP 000882517.1
SPR RS03635 WP 000882517.1

85 BSU 00860 NP 387967.1

610
290
289
287
377
297
329

consensus

V4T04 RS10165 WP 012897346.1
KZH43 RS10025 WP 001109677.1
SPD RS10700 WP 001109677.1
SP RS11210 WP 001109712.1
SMU RS09275 WP 002262344.1
STER RS00545 WP 011680614.1
STU RS10020 WP 011225298.1

r
El

ol LI

D) IILFIDE
DIIILFIDE
) IILFIDE
) IILFIDE
WIILFIDELHT
WIILFIDELHT
) T FIDELHTI
ILFIDELHTI
ILFIDELHTI
ILFIDELHTI
5IT LFIDELHTI
INIILFIDELHTI
INIILFIDELHTI
ok LDl x

== 00000 NN NN NN T 70X

| % *kk kx|

(AN

*1

Iksksk Ik k%

NILKPALARG
NILKPALARG
NILKPALARG
NILKPALARG
NILKPALARG
NILKPALARG
DAGINILKP LARG
DABINILKP LARG

NILKPALARG [§Q

el et o,

DU Dok ok

JOAAR el AT g

LQ VGATTLNEYR

LQ VGATT|MYE Y]
LQ VGATTIRYE Y]3a
LQ VGATT|RYE Y]
LQ VGATTIRYE Y]38

LQ VGATTIMYE Y348

S oE e |

IIIEKDAALERRIMINIYVI{VDEPSV E
IIEKDAALERRIUIYVISVDEPSVAE
IIIEKDAALERRINIIQVI{VDEP V
IIIEKDAALERRIMMIHVI{VDEP V
IIIEKDAALERRIMIQVIAVDEP V
IIIEKDAALERRIMIYVI{VDEP V

LQ GATTIMEEYIRKMIEKDAALERRIANY BIVDEPS
LQ[ GATTIMEEYIRIKMIEKDAALERRIJNY [NVD PSV

(AVRIILPDKAIDLLDE
(MVRIATLPDKAIDLLDEA B
(MVRIAL.PDKAIDLLDEA
[MVRIALPDKAIDLLDEA
(MYRIATL.PDKAIDLLDEA
[MYRIILPDKAIDLLDEA
BRIALPDKAIDL DEA
BDRIFLPDKAIDL DEA
SIRIMLPDKAIDLLDEA

Il

NEEIERE

11

VGATT)SIEY(NKMIEKDFALERRINN WVDEPSE ERI

TTTERT R0l % kxkl

DUDEA X%%&ééy»sag lpagl ! EAEMEEAAAI

AENKKNERT
AENLKAQHT
AENLKSQAT
AENLKSQAT
AENLKSQHT
AENLKSQAT
IRKEKDA/A
VRKEKDAIN
AQEELSEA

NRR|
DHR|
DQR|
DQR|
DQR|
DQR|
EVK
EQK
EKE

NFV.:
NEFY . .
NEY] . .

NFY. .

SEKNQQTKRL

NKAKHVKA DS
NKAKHWKARDS
v

.E@K

KA DS
KK..KAPAY
REMIKK .
KK . .EAK ..
* *  kkk |

A
I
I
I
I
I
E
D
A
..S.
..S..
..S..
LT,
LT..
.T.

295
302
301
301
301
301
352
351
365
378
378
378
382
385
385

373
380
379
379
379
379
432
431
445
450
450
450
452
455
455



Derhbeds VigsoleJusebli | e E Lo

B FRREAKYKE ok K Qﬂ;? k| IE IEVEA\T/YER DLKEKDRSKY
NTDB id 601 KW2 RS02615 WP 021036805.1 = KAEPEBEKIWVAHFRDQISHLRELQK. ... .. TDEDMP L 447
NTDB id 378 SMU RS02690 WP 002263569.1 = RDEDMEKINNYFRDQIABMYKEMQS...... DKENTP L 454
NTDB id 241 SP RS04015 WP 000882523.1 @ REEDEBEKIVNYYFRDQIABMYKEMQK...... TDQDTPS L 453
NTDB id 281 KZH43 RS03550 WP 000882517.1 = REEPBEKINNYFRDQIABMYKEMQK...... TDQDTP L 453
NTDB id 245 SPD RS03860 WP 000882517.1 = REEDEBEKINN\YFRDQIABMYKEMQK...... TDQDTP L 453
NTDB id 243 SPR RS03635 WP 000882517.1 = REEPDBEKIWVNYYFRDQIABMYKEMQK. ... .. TDQDTP L 453
NTDB id 156464 FORC24 RS00530 WP 069357942.1 KLEDTKRQWKEQQGKENSE 512
NTDB id 85 BSU 00860 NP 387967.1 QVEDTKKSWKEKQGQENSE 511
NTDB id 610 V4T04 RS10165 WP 012897346.1 = IKLWMIKABRTKEKAVEEMIABKIYKFS..... 520
NTDB id 290 KZH43 RS10025 WP 001109677.1 = MDGKMWKQMWNQLIAKEE.........E..... . 515
NTDB id 289 SPD RS10700 WP 001109677.1 = MDGKMWKQMWNQLIAKEE.........E..... . 515
NTDB id 287 SP RS11210 WP 001109712.1 = MDGKMKQIWNQLIAKEE.........E..... 515
NTDB id 377 SMU RS09275 WP 002262344.1 = ITNPMQLMKRLLKKEK.........K..... 518
NTDB id 297 STER RS00545 WP 011680614.1 = ISGWIGAMVKQYKANQ.........K..... 521
NTDB id 329 STU RS10020 WP 011225298.1 = ISGWMIGAMVKQYKANQ.........K..... 521
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QDE IDAVAR, N\Q\Af Thah LV é\ LES| DSARAL L AAKLNUD
NTDB id 601 KW2 RS02615 WP 021036805.1 F GPTGVGKTELAK[ML AlQX SMIRFDMSEYMEKHRAY 527
NTDB id 378 SMU RS02690 WP 002263569.1 ATIRRNRMIG F GPTGVGKTEL K[aLAjgX SIMIRFDMSEYMEKHINY 534
NTDB id 241 SP RS04015 WP 000882523.1 AIRRNRMIG F GPTGVGKTEL K[8L AR RIMIRFDMSEYMEKHRI 533
NTDB id 281 KZH43 RS03550 WP 000882517.1 ATRRNRMIG F GPTGVGKTEL K[8LApNX SMIRFDMSEYMEKHRAY 533
NTDB id 245 SPD RS03860 WP 000882517.1 ATIRRNRMNIG F GPTGVGKTEL K[e|L Apg SIMIRFDMSEYMEKHRI 533
NTDB id 243 SPR RS03635 WP 000882517.1 ATRRNRMIG F GPTGVGKTEL K[o]L ApgX SMIRFDMSEYMEKHRAY 533
NTDB id 156464 FORC24 RS00530 WP 069357942.1 FLGPTGVGKTELA ALA H IIDMSEYMEKHRIASRL 592
NTDB id 85 BSU 00860 NP 387967.1 FLGPTGVGKTELA ALA H SIMIRMDMSEYMEKHRMASRL 591
NTDB id 610 V4T04 RS10165 WP 012897346.1 FLGPTGVGKTELAKALA N WMIRWYDMSE MEKHRENSRL 600
NTDB id 290 KZH43 RS10025 WP 001109677.1 FLGPTGVGKTELAKALA \4 595
NTDB id 289 SPD RS10700 WP 001109677.1 FLGPTGVGKTELAKALA \i 595
NTDB id 287 SP RS11210 WP 001109712.1 FLGPTGVGKTELAKALA \i 595
NTDB id 377 SMU RS09275 WP 002262344 .1 FLGPTGVGKTELAKALA \i 598
NTDB id 297 STER RS00545 WP 011680614.1 FLGPTGVGKTELAKALA \i 601
NTDB id 329 STU RS10020 WP 011225298.1 ATRRN[MBIG FLGPTGVGKTELAKALA \4 601
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