
logo MRALL IGFVAGCMALQTRPAVLAVPVWQPAVLLAGLACGLLAIAMALALLRRAGAGRLSPMRL IVPSGVI
MAVLAVAACAVGFGWSDWRAQQRLSVVLAPAEWEG

NTDB id 156394 RSUY RS07515 WP 003264256.1 MRALLIGFVAGCMALQTRPVLVPVWQPVLLALACGLIALALRRAGRSPMLISGIAVLVAACVGFGWSDWRAQQRLSVVLAPEWEG 85
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
consensus !!!!!!!!!!!!!!!!!!! ! !!!!! !!*!!! ! !!!**! ! !** *!!! !!! !!!!!!!!!!!!!!!!!!! !!!

logo KADIQRATGVVAELPEQVTEDATRFLFHR I ESSDAGDAVPPRVRLSWYGKLRSWHNERQRREAREGAAIATDRRAGIPDLQPGQRWQLTLRLKRPH
NTDB id 156394 RSUY RS07515 WP 003264256.1 KAIQATGVVAELPQVTEDATRFLFHIESSDAGDAVPPRVRLSWYGKRSWNERRRERGAIADRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
consensus ! ! !!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!*!! !! ! !!!!!!!!!!!!!!!!!!!!!!!!!

logo SLMNPDGGFDGEYAMLADDI
VRAAGTYVQYTGKRARNAVL IMGEADAGSGFVGLQRVERWRAAVRRHI

LLAALPDEARYAGPVI
MVALVVGDQSGIA

NTDB id 156394 RSUY RS07515 WP 003264256.1 SLMNPDGFDGEYAMLADDIRAAGTVQTGKRARNVLIGEADAG..FGLQVERWRAAVRRHILAALPDARYGPVMVALVVGDQSGIA 253
NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
consensus !!!!! !!!!!!!!!!!!*!!!! ! !!!!!!! !*!!!!!!** !! !!!!!!!!!!!*!!!!!*!!!*!!*!!!!!!!!!!!!

logo QADWERFRRTGI SHLVS I SGLHITMIAGLFAGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAI
VAAMAAAFAYCLLAGMGVPAQR

NTDB id 156394 RSUY RS07515 WP 003264256.1 QADWERFRRTGISHLVSISGLHITMIAGLFAALWMALWRRSFGLARWLRTPLPLRMPAQRAGAIAAMAAAFAYCLLAGMGVPAQR 338
NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!

logo TLLMLATVAVARLATDRSVPAVSLSLCWAAALVVALVDPWAVMSAGFGWLSFGAVAVI FLAATR I
M
A
VAADAGRDGDNDVRQRPSATWPRVRAWRAGLCRGAG

NTDB id 156394 RSUY RS07515 WP 003264256.1 TLLMLATVAVARLTDRSVPASLSLCWAAAVVALVDPWAVMSAGFWLSFGAVAVIFLATRMAAADAGGNDRQSTWPRRAWRALCGG 423
NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
consensus !!!!!!!!!!!!! !!!!! !!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!!!! !* !!!! ! * !! !!!!*!*!*

logo AR I
VQLAVTFGLLPLTLLLFQQVSVVSAAVANALAIPVVSFLVTTPLAL IMGATALPEPRWASQPVLAIWAEASFAGWLMVPSWLDAGLAALPAGGWSVW

NTDB id 156394 RSUY RS07515 WP 003264256.1 ARIQLAVTFGLLPLTLLLFQQVSVVSAAANALAIPVVSLVTTPLALIGAALPERWAQPVLAWAEASFGWLVSWLDGLAAPAWSVW 508
NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALPEPWSQPVLIWAEASFAWLMPWLDALALPGGSVW 510
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!*! !!!!*! !!!! !!!!!!*!!**!!!*!! !* !!!

logo

T
VAPAVAPAWAWGLLAI

V
G
VGVPLLLAVPGGHYRAWAWRAQGALVLLLPMLLARAPAPPPGAEFRLMVAFDIGQGAAATLVETAGHRLLFDTGPRQY

NTDB id 156394 RSUY RS07515 WP 003264256.1 TAPVAPAWAWLLAIGGVPLLLAPGGHRAWAWRAQGALLLLPMLLARAPAPPPGAFRLVAFDIGQGAAALVETAGHRLLFDTGPRY 593
NTDB id 1426 RS RS05575 WP 011001070.1 VAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQ 595
consensus !! !!!!!! !!* !!!!!! !!!*!!!!!!!!!!*!!!!!!!!!!!!!!!! !!*!!!!!!!!!! !!!!!!!!!!!!!!!!



logo GDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGRLEGERQRARALYGIDEPTAGCLVAGQRWATWDG
NTDB id 156394 RSUY RS07515 WP 003264256.1 GDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHRLGERARAYGIDTAGCLAGQRWTWDG 678
NTDB id 1426 RS RS05575 WP 011001070.1 GDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDG 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!! !!**!!!*!!!!! !!!

logo VAFE I LHYPVQAVPPSDRAAPAVSSNARSCVLR IAGNAERHYAALMLAGDIGRSAQEAMAL IAAEAPERLMADI LLVPHHGSKRTSSSGAFLDAVSAP
NTDB id 156394 RSUY RS07515 WP 003264256.1 VAFEILHPVQAPPDRAPASSNARSCVLRIAGERHAALLAGDIGSAQEMALIAAEAPERLMADILLVPHHGSKTSSSGAFLDAVSP 763
NTDB id 1426 RS RS05575 WP 011001070.1 VAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSA 765
consensus !!!!!!*!!! !*!!!* !!!!!!!!!!!! !*!!*!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!*

logo QVAI
VFQVGYRNRYGHPHPQVWQRYGARDGI ERLRTDAATGAVVI ETGRGDALAEVRTARSMRPRYWSSALEVAALADEATTEAPPTADGAQP

NTDB id 156394 RSUY RS07515 WP 003264256.1 QVAIFQVGYRNRYGHPHPQVWQRYGARDIERLRTDAAGAVVIETGGDALEVRTARSMRPRYWSSALEVAALADATEAPADAQP 846
NTDB id 1426 RS RS05575 WP 011001070.1 QVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPT.GAQP 847
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!* !!*** !!!

X non conserved

X similar

X ≥ 50% conserved


