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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDYANL 72
NTDB id 1293 VP RS12240 WP 005479695.1 ........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEYASL 72
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEYASL 72
NTDB id 1110 NGFG RS09235 WP 003689817.1 ........MSVGLLRILVQNQVVTVEQAEHYYN.ESQAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRHYPRHRV 71
NTDB id 1251 GCO85 RS07725 WP 011946523.1 MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDVGTI 80
NTDB id 156274 AOC03 RS06770 WP 062534456.1 ..MSSTSSNFGGLPQQLINKGIVSEAFMKTALLESQQQQVGLVSYLVANKMADAYALAQLLSKAFDDPFFDLNVLSNDNI 78
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDTSQI 80
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDPALF 80
consensus *** *!** *** * * ** ** * *** ** !* * ** ** * *

logo

L
C
P
M
V
K
Q

G
N
T
Q
D
K
V
L
I
L
G
V
N
T
D
L
Q
R
E
D
E
K
I
Q
L
M
I
K
L
Q
R
V
T
E
K
R
F
Y
H
A
D
H
R
N
C
M
I
A
M
V
LPVILAHINVFHQSKRQTRPSGDHNTQS IKLNRVTVL IFLYFVLALTVDASNDPSTKLQRNMLQIADPEQQSALMEI EKQDKDEATFIAQVRSFHNAASTRKGI

L
A
K
L
N
S
Q

I
T
V
H
E
A
T
P
L
A
I
V
V
I
L
A
V
D
E
T
D
F
H
H
R
D
A
Q
E
KLAKQTESGRTKARVALLIGSDRENQSWRVHLGLFYSTVAGADERKTESEIMSLTGQSGHSQAGLNEFAFKLGNQSQGGLKDNSE

NTDB id 1168 A1552VC RS11070 WP 000957200.1 CQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALADHRALQAAIRRLYGRSIQGAANQGKE 152
NTDB id 1293 VP RS12240 WP 005479695.1 CQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRSLSHEKSGLKE 152
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRSLGQEKSGLKE 152
NTDB id 1110 NGFG RS09235 WP 003689817.1 LMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAGIAVELVIVEDDQLAGLLDWVGSRST.SLLQ...E 147
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLS...E 157
NTDB id 156274 AOC03 RS06770 WP 062534456.1 PKDLVDEKIIRKFNALPIFKRGQRLFVALSDPTRIDAIDAIAFNSRLSIETVVVEDDKLKKRIDSLYADTM.QNFG...S 154
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEES.SF.....D 154
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVEHDKLERLLSEHFVEET.HF.....N 154
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ISQDELAN..L..VKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPAS 228
NTDB id 1293 VP RS12240 WP 005479695.1 INQEELAS..L..VDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQPPN 228
NTDB id 1401 DSB67 RS12665 WP 010643259.1 INQDELAG..L..VDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQPPS 228
NTDB id 1110 NGFG RS09235 WP 003689817.1 LGEG.........QEEEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQPPI 218
NTDB id 1251 GCO85 RS07725 WP 011946523.1 YVEDSGDLEGLEISADDEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATPPA 237
NTDB id 156274 AOC03 RS06770 WP 062534456.1 FADSDLKVGFNDDDNDSDNEGETKLSDNVEEAPVVKFVNKMLVDAIRMGASDLHFEPYEKSYRVRFRVDGVMQKMSNPPV 234
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FNDEEFDLDVNLDGPTAQE..DEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPPL 232
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDTEELDLDVEVDPHTTDD..DDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATPPL 232
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 HLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQ 307
NTDB id 1293 VP RS12240 WP 005479695.1 HLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQ 307
NTDB id 1401 DSB67 RS12665 WP 010643259.1 HLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQ 307
NTDB id 1110 NGFG RS09235 WP 003689817.1 AVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKK 298
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRT 316
NTDB id 156274 AOC03 RS06770 WP 062534456.1 QLAGKIAARLKVMSQMDISERRLPQDGRIKLKLSK.NKAIDFRVNSLPTLFGEKIVLRILDPSSAMLGIEALGYEPDQKE 313
NTDB id 1058 ABD1 RS01615 WP 001274986.1 QLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKA 311
NTDB id 1018 ACIAD RS01685 WP 004920473.1 QLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKA 311
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VQNADPKAQIVGFLGTFSAGNAEALKRSFLRQDP
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDP 387
NTDB id 1293 VP RS12240 WP 005479695.1 LYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDP 387
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDP 387
NTDB id 1110 NGFG RS09235 WP 003689817.1 LLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDP 378
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDP 396
NTDB id 156274 AOC03 RS06770 WP 062534456.1 MFLEALHKPQGMLLITGPTGSGKTVSLYTGLNILNTEETNISTAEDPVEINLEGINQVNVNAKVGLTFSNALKSFLRQDP 393
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDP 391
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDP 391
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 DVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAV.RP 466
NTDB id 1293 VP RS12240 WP 005479695.1 DVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQ.EH 466
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQ.EP 466
NTDB id 1110 NGFG RS09235 WP 003689817.1 DIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERP 458
NTDB id 1251 GCO85 RS07725 WP 011946523.1 DIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDF 476
NTDB id 156274 AOC03 RS06770 WP 062534456.1 DIVMVGEIRDLETAEIAIKAAQTGHMVLSTLHTNSAPETLTRLRNMGVASFNIATSVNLVIAQRLARRLCKNCKKPI.TI 472
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.DI 470
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.QV 470
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 SALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQES 541
NTDB id 1293 VP RS12240 WP 005479695.1 TVQL.QHLGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMS 540
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NSQL.QHIGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMS 540
NTDB id 1110 NGFG RS09235 WP 003689817.1 SASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAYKEGMVDLRRA 537
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TNQGLIELGFKEADLVN..LKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGMLTIFQS 553
NTDB id 156274 AOC03 RS06770 WP 062534456.1 PHKSLLELGFNEADLDNPENIIYEPVGCSECR.EGYKGRVGIYEVMKVSKDISRIIMEDGNAINIKDAALKEGFRDLRRS 551
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRRS 549
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRRS 549
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 GLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 GIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GIEKLKQGITSFRELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 GILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GIEKVKEGITTIEEVNRVTVD 574
NTDB id 156274 AOC03 RS06770 WP 062534456.1 GILKVLQGVTSIQEMMRVTSE 572
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GLKKVMQGVTSLQEINRVTSE 570
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