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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 156271 AOC03 RS06325 WP 062534293.1 MSFAQVYTRSVVGLHAPQVIIEVHLSQGLPALTIVGLPAAAVRESKDRVRSAILNSGFQFPNRRLTINLAPADLPKDGAR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAR...........EEGFKGIILPKQNTREAAI 147
NTDB id 156271 AOC03 RS06325 WP 062534293.1 LDLPIAIGILAASGQLEPDVLSAFEFIGELALNGELRQVTGSLAVARAIKAESLKKESSVASAPLRQLIVPMANGSEASR 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLA............AHKDNQHLIIANANAAEASL 148
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLA............AHKDNQHLIIANANAAEASL 148
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALA............ANKKQRHLVVPHANGDQAAL 148
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALA............ANQVERCLVVPHSNGDQAAL 148
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILA............AQKSKRELIIAKQNANEASL 148
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLA............ASKAKREIIVPQQNANEVSL 148
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VNDLEVYGVENIKEVIDFFNENCP....LEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPP 223
NTDB id 156271 AOC03 RS06325 WP 062534293.1 VEGVTVLAAQSLKDVCAHLQALAHPDGSLETQLPVVPLNCLQPSASYQVDLADVKGQHHARRALEIAAAGGHSLLFTGPP 240
NTDB id 1271 LPP RS03220 WP 011213198.1 TGHQKVFTANNLREVCDYLCQGTS....LQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAP 220
NTDB id 1248 GCO85 RS03150 WP 011213198.1 TGHQKVFTANNLREVCDYLCQGTS....LQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAP 220
NTDB id 1397 DSB67 RS15690 WP 005535577.1 VGKEQHKSAQSLLEVCAELCGQHQ....LNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPP 220
NTDB id 1153 A1552VC RS00115 WP 000521788.1 VGVERHKSAQSLLEVCADLCGQQT....LSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPP 220
NTDB id 1349 HI 1117 AAC22771.1 VSDQNTYFAQTLLDVVQFLNGQEK....LPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPP 224
NTDB id 1387 A4U84 RS06900 WP 020457569.1 VSNTQTYCASTLLQVVNFLNNRDQ....LPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPP 223
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVL 303
NTDB id 156271 AOC03 RS06325 WP 062534293.1 GSGKTLMASRLPTILPDLSAEDALEVASTYSVADSDY....DYGTRPFRQVHHTISAVALVGGGSRPKPGEITLANKGVL 316
NTDB id 1271 LPP RS03220 WP 011213198.1 GSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVL 299
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVL 299
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLL 299
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLL 299
NTDB id 1349 HI 1117 AAC22771.1 GTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVL 303
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVL 302
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NTDB id 1323 RA0C RS07335 WP 004916218.1 FLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLL 382
NTDB id 156271 AOC03 RS06325 WP 062534293.1 FLDELPEFERSVLEVLRQPLEAKQITISRANSQLTFPANFQLVAAMNPCPCGYDGDGSGRCRCRPEQIKRYQDKLSGPLL 396
NTDB id 1271 LPP RS03220 WP 011213198.1 FLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLL 379
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLL 379
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLL 377
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLL 377
NTDB id 1349 HI 1117 AAC22771.1 FLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFL 381
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFL 380
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DRIDIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAM 460
NTDB id 156271 AOC03 RS06325 WP 062534293.1 DRIDLHITVPALPIADLQNG..TAGESSEQVRLRVDAAHKRQMARQQK....VNNELSPSELDAHIQLGEGEKQLLQLAQ 470
NTDB id 1271 LPP RS03220 WP 011213198.1 DRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVM 455
NTDB id 1248 GCO85 RS03150 WP 011213198.1 DRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVM 455
NTDB id 1397 DSB67 RS15690 WP 005535577.1 DRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFLENAL 452
NTDB id 1153 A1552VC RS00115 WP 000521788.1 DRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESAL 452
NTDB id 1349 HI 1117 AAC22771.1 DRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFLEKAL 456
NTDB id 1387 A4U84 RS06900 WP 020457569.1 DRFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFLENAL 456
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NTDB id 1323 RA0C RS07335 WP 004916218.1 EKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 156271 AOC03 RS06325 WP 062534293.1 QRLNLSARGYHRVLRVARTIADLADNEHINSAHVSEALSYRSK............ 513
NTDB id 1271 LPP RS03220 WP 011213198.1 SKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 SKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1397 DSB67 RS15690 WP 005535577.1 HRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 HRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1349 HI 1117 AAC22771.1 NKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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