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NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK...KTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEAAN..QKVSVVSSGSLALDIALGAGGYPKGRI 75
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK...PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGERAE..QKVQVMSSGSLALDIALGSGGYPKGRI 74
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK...PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGERAE..QKVQVMSSGSLALDIALGSGGYPKGRI 74
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK...PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGERAE..QKVQVMSSGSLALDIALGSGGYPKGRI 74
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK...PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGERAE..QKVQVMSSGSLALDIALGSGGYPKGRI 74
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK...PKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGERAE..QKVQVMSSGSLALDIALGSGGYPKGRI 74
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK...PKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGERAE..QKVQVMSSGSLALDIALGSGGYPKGRI 74
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK...LKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGERAE..QKVQVMSSGSLALDIALGAGGYPKGRI 74
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR...IKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGERAE..QKVQVMSSGSLALDIALGAGGYPKGRI 74
NTDB id 115 BSU 16940 NP 389576.2 ...................MSDRQAALDMALKQIEKQFGKGSIMKLGEKTD..TRISTVPSGSLALDTALGIGGYPRGRI 59
NTDB id 625 LCA RS02525 WP 011374196.1 .................MAKDERQAALDAALKKIEKNFGKGSIMRMGEKVD..TQVSTVSSGSLALDEALGVGGYPRGRI 61
NTDB id 1313 DR RS12030 WP 010888966.1 .MSK....DATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAESK..LDVQVVSTGSLSLDLALGVGGIPRGRI 73
NTDB id 1245 Cj1673c YP 002345041.1 ..................MDDNKRKSLDAALKSLDKTFGKGTILRLGDKEV..EQIDSIGTGSVGLDLALGIGGVPKGRI 60
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDKQV..EKIDAISTGSLGLDLALGIGGVPKGRI 62
NTDB id 1211 C694 RS00795 WP 000963128.1 ................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDKQV..EKIDSISTGSLGLDLALGIGGVPKGRI 62
NTDB id 1334 RA0C RS04870 WP 004918236.1 ..........MAKTETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDG.TVDHNIEVIPSGSLGLDLALGVGGYPKGRI 69
NTDB id 156190 SOCE26 RS36125 WP 104984104.1 .............MSDEKNTKQKSAALELAIASVEKEYGKGAIMRLKDGQTLHDEVAAVPSGSLGLDIALGIGGYPRGRI 67
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTVVKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQ.LDIESVSTGSLGLDLALGIGGLPMGRI 77
NTDB id 1130 NGFG RS03960 WP 003688695.1 ..................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQE.ENLEVISTGSLGLDLALGVGGLPRGRI 61
NTDB id 1124 NGFG RS03960 WP 003688695.1 ..................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQE.ENLEVISTGSLGLDLALGVGGLPRGRI 61
NTDB id 1123 OK783 RS03845 WP 003688695.1 ..................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQE.ENLEVISTGSLGLDLALGVGGLPRGRI 61
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG........KKAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EV.EPVQVVSTGSLGLDVALGVGGLPRGRV 69
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ..................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RA.MDVETISTGSLSLDIALGAGGLPMGRI 60
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ..................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RA.MDVETISTGSLSLDIALGAGGLPMGRI 60
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ..................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TV.QAVEAVSTGSLTLDIALGIGGLPKGRI 60
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ..................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TV.QAVEAVSTGSLTLDIALGIGGLPKGRI 60
NTDB id 1205 PSJM300 05545 AFN77183.1 ..................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DR.QAIPSISTGSLGLDIALGIGGLPKGRI 60
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NTDB id 600 KW2 RS01765 WP 011675413.1 VEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEKLITSGAVDLV 155
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLV 154
NTDB id 228 SPD RS09265 WP 001085462.1 IEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLV 154
NTDB id 194 SPR RS08825 WP 001085462.1 IEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLV 154
NTDB id 159 SP RS09750 WP 001085462.1 IEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLV 154
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLV 154
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLV 154
NTDB id 453 Spy49 1753c ACI62003.1 IEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGKLIDSGAVDLV 154
NTDB id 408 SMU RS09530 WP 002262392.1 VEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDLV 154
NTDB id 115 BSU 16940 NP 389576.2 IEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEALVRSGAVDIV 139
NTDB id 625 LCA RS02525 WP 011374196.1 VEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADALVSSGAVDIL 141
NTDB id 1313 DR RS12030 WP 010888966.1 TEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIMELLVRSGAIDVV 153
NTDB id 1245 Cj1673c YP 002345041.1 IEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVETIARSGAVDLI 140
NTDB id 1214 NCTC11637 00359 SQJ03206.1 IEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGIDLV 142
NTDB id 1211 C694 RS00795 WP 000963128.1 IEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGIDLV 142
NTDB id 1334 RA0C RS04870 WP 004918236.1 VEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADSLIRSGGVDIV 149
NTDB id 156190 SOCE26 RS36125 WP 104984104.1 VEIYGPESSGKTTLTLHAIAAIQRAGGTAAFIDAEHALDVNYAKKLGVKTEELLISQPDYGEQALEIADMLVRSNAVDII 147
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICDALVRSGAVDVI 157
NTDB id 1130 NGFG RS03960 WP 003688695.1 VEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDMV 141
NTDB id 1124 NGFG RS03960 WP 003688695.1 VEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDMV 141
NTDB id 1123 OK783 RS03845 WP 003688695.1 VEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDMV 141
NTDB id 1427 RS RS02760 WP 011000510.1 VEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIADALVRSGSVDLI 149
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVDVI 140
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVDVI 140
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADMLVRSGAIDLI 140
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADMLVRSGAIDLI 140
NTDB id 1205 PSJM300 05545 AFN77183.1 VEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDMLVRSNAVDVI 140
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NTDB id 600 KW2 RS01765 WP 011675413.1 VIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGSPETTPGGRALKFYAS 234
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYAS 233
NTDB id 228 SPD RS09265 WP 001085462.1 VVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYAS 233
NTDB id 194 SPR RS08825 WP 001085462.1 VVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYAS 233
NTDB id 159 SP RS09750 WP 001085462.1 VVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYAS 233
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYAS 233
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYAS 233
NTDB id 453 Spy49 1753c ACI62003.1 VVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRALKFYAS 233
NTDB id 408 SMU RS09530 WP 002262392.1 VVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGNPETTPGGRALKFYSS 233
NTDB id 115 BSU 16940 NP 389576.2 VVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGNPETTPGGRALKFYSS 218
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGNPEVTPGGRALKFYST 220
NTDB id 1313 DR RS12030 WP 010888966.1 VVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YGNPETTTGGRALKFYAS 232
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYGTPETTTGGNALKFYAS 220
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNALKFYAS 222
NTDB id 1211 C694 RS00795 WP 000963128.1 VVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNALKFYAS 222
NTDB id 1334 RA0C RS04870 WP 004918236.1 VVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGSPETTTGGNALKFYAS 228
NTDB id 156190 SOCE26 RS36125 WP 104984104.1 VVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGTTSRSQCLLMFINQIRMKIGVM.FGSPETTSGGNALKFYAS 226
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FGNPETTTGGNALKFYAS 236
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFYSS 220
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFYSS 220
NTDB id 1123 OK783 RS03845 WP 003688695.1 VVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNALKFYSS 220
NTDB id 1427 RS RS02760 WP 011000510.1 VIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FGSPETTTGGNALKFYAS 228
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNALKFYAS 219
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNALKFYAS 219
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNALKFYAS 219
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNALKFYAS 219
NTDB id 1205 PSJM300 05545 AFN77183.1 IVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGSPETTTGGNALKFYAS 219
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NTDB id 600 KW2 RS01765 WP 011675413.1 VRLDVRGSTKIEEG..SGDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGIIKKSGAWFAYN 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 VRLDVRGNTQIKGT..GDQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYK 311
NTDB id 228 SPD RS09265 WP 001085462.1 VRLDVRGNTQIKGT..GDQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYK 311
NTDB id 194 SPR RS08825 WP 001085462.1 VRLDVRGNTQIKGT..GDQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYK 311
NTDB id 159 SP RS09750 WP 001085462.1 VRLDVRGNTQIKGT..GDQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYK 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 VRLDVRGSTQIKGT..GDQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYK 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VRLDVRGSTQIKGT..GDQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWYSYK 311
NTDB id 453 Spy49 1753c ACI62003.1 VRLDVRGTTQIKGT..GDQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDIIQKAGAWFSYN 311
NTDB id 408 SMU RS09530 WP 002262392.1 VRLDVRGNTQIKGT..GEQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGIIQKAGAWYSYN 311
NTDB id 115 BSU 16940 NP 389576.2 VRLEVRRAEQLKQG..N....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDIVQKSGSWYSYE 292
NTDB id 625 LCA RS02525 WP 011374196.1 VRLEVRRAETIKNG..T....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDIINKSGSWYSYG 294
NTDB id 1313 DR RS12030 WP 010888966.1 VRLDVRKIGQPTKV.....GNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMDIIKKAGSFYSYG 307
NTDB id 1245 Cj1673c YP 002345041.1 VRLDVRKVATLKQN......EEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLDIVDKSGAWFSYK 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VRIDIRRIAALKQN......EQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWLSYQ 296
NTDB id 1211 C694 RS00795 WP 000963128.1 VRIDIRRIASLKQN......EQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWLSYQ 296
NTDB id 1334 RA0C RS04870 WP 004918236.1 VRIDIRRSLS.DTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDIIQKSGSWFSYQ 307
NTDB id 156190 SOCE26 RS36125 WP 104984104.1 CRLDIRRIGAIKEAAAGGKEPAVVGNRTRVKVVKNKMAPPFREVEFDILYGHGISHSGDVIDLATEASIIEKSGSWFSFQ 306
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VRLDIRRCGVVKDG......DEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANGFIKKSGAWFSYD 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 VRLDIRRTGSIKKG......EEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYSYN 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 VRLDIRRTGSIKKG......EEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYSYN 294
NTDB id 1123 OK783 RS03845 WP 003688695.1 VRLDIRRTGSIKKG......EEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWYSYN 294
NTDB id 1427 RS RS02760 WP 011000510.1 VRLDIRRIGSIKKG......DEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAKVVEKSGAWYSYN 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VRLDIRRTGAIKEG......EEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWYSYN 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VRLDIRRTGAIKEG......EEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWYSYN 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VRLDIRRIGQVKEG......DEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNIVQKAGAWYSYQ 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VRLDIRRIGQVKEG......DEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDIVQKAGAWYSYQ 293
NTDB id 1205 PSJM300 05545 AFN77183.1 VRLDIRRTGAVKEG......DEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGLVEKSGAWYAYK 293
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