logo

NTDB id 156080 RN86 RS04510 WP 172672772.1
NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 156080 RN86 RS04510 WP 172672772.1
NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 156080 RN86 RS04510 WP 172672772.1
NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 156080 RN86 RS04510 WP 172672772.1
NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 156080 RN86 RS04510 WP 172672772.1
NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

Ut R LR A F ATIULC TR 0 T

IVVVHE GHF FAK SGILVREFAIGMGPKIF HPGKDGTEIYTIRILPLGGYVRMAGWJ DBTEIKTG P|JS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
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LTLY GKVER NLS{¢ |4 DQTALPMNVT DIJEDKLIMITGLVLIYE TYFVDHDATIVERADGTE RIAPMDVQYQNA IWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLTI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
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TNFAGPMNNFILG ' EFIYILIEY QGGVQ WYTNE| QVAIRGAINAN G 'KNRDEIT ©Ji [e]eyy (UNDINTIAMEKEWKDQ . INNPK|#
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
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NENRWAS . GNETKDNERYSIZKIME GDRYLINEAMN G ES DINM S MM Viele [ T)IEATAYAT RIRAN AJSUNISIE HP YW QiNeles AW TR VIESIAN:Y
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SO LWL AL A VAo ST LA L AT

GLpJY BL® |BLSIN GIFNLIPIPALDGGKIVENIIEAIRRKPLUGUEWPE Y TLAGVA MVVLMIAVTWNDIMRWFF 418
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420

non conserved
similar
> 50% conserved

[><] e

170
170
170

254
255
255

338
340
340



