
logo MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVYSVQLEGQTAIVQYQPTTAAQESAYTP IQHAI
VWSEEGGQDDIVWYPSADN

NTDB id 426 SGO RS10250 WP 012131057.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVYVQLEGQTAIVQYQPTAAQEAYTIQHAVWSEEGGQDDIVWYSAD 85
NTDB id 156063 RN86 RS03360 WP 053794282.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVSVQLEGQTAIVQYQPTAAQESYPIQHAIWSEEGGQDDIVWYPAN 85
NTDB id 427 DQL23 RS10480 WP 060554269.1 MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVSVQLEGQTAIVQYQPTTAQEAYPIQHAVWSEEGGQDDIVWYSAN 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!*!*!!!!*!!!!!!!!!!!!!*!*

logo QSTTR IDLSQHKGQGKFLHI ETYLNVNSGVKYHLSSKSVFLNKPVQSTAEKNTVPEQQDNSTSSNNATPQAPAEQPKPTNPAPTSPAPAPAT
NTDB id 426 SGO RS10250 WP 012131057.1 QSTTRIDLSQHKGQGKFLIETYLNVNSVKYHLSSKSVFLNKPVQSTEKTVPEQQDSTSSNNATPQAPAEPKPTNPAPTPAPAPAT 170
NTDB id 156063 RN86 RS03360 WP 053794282.1 QSTTRIDLSQHKGQGKFHIETYLNVNGVKYHLSSKSVFLNKPVQSAEKNVPEQQNSTSSNNATPQAPAEPKPTNPAPSPAPAPAT 170
NTDB id 427 DQL23 RS10480 WP 060554269.1 QSTTRIDLSQHKGQGKFHIETYLNVNGVKYHLSSKSVFLNKPVQSAEKTVPEQQNSTSSNNATPQAPAEQKPTNPAPSPAPAPAT 170
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!*!!!!!*!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!

logo NRVENRPRNSYPQKVEDERNKSLPPQKVADQPKVAATPPQAEKPNSNNKPLQASAARVPAEPVRDSKPL I S ITNINKGENGTYTVRVQENSPYSK
NTDB id 426 SGO RS10250 WP 012131057.1 NRVENPRNSYPKVEERNKSLPPQKVAQPKVAPPQAEPNNNKPLQASAARVPAEPVRDSKPLISITNINKENGTYTVRVQENPYSK 255
NTDB id 156063 RN86 RS03360 WP 053794282.1 NRVENPRNSYQKVEERNKSLPPQKVADPKATPPQAKPSNNKPLQASAARVPAEPVRDSKPLISITNINKGNGTYTVRVQESPYSK 255
NTDB id 427 DQL23 RS10480 WP 060554269.1 NRVENRRNSYQKVEDRNKSLPPQKVAQPKATPPQAKPSNNKPLQASAARVPAEPVRDSKPLISITNINKENGTYTVRVQESPYSK 255
consensus !!!!!*!!!!*!!!*!!!!!!!!!!!*!!**!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!

logo

K
RIKSVQVP IWSTANQSNLKWYEASKQTIGNGSFSVQFDIRNHQQI

LYGDNYINHVYITYEDGSRVAGYVAENVNLPQPAPQPLTPSLQVV
NTDB id 426 SGO RS10250 WP 012131057.1 KIKSVQVPIWSTANQSNLKWYEASKIGNGSFSVQFDIRNHQQIYGNYINHVYITYEDGSRVGYVAENVNLPQPAPQPLTPSLQVV 340
NTDB id 156063 RN86 RS03360 WP 053794282.1 RIKSVQVPIWSTANQSNLKWYEASQTGNGSFSVQFDIRNHQQLYGNYINHVYITYEDGSRAGYVAENVNLPQPAPQPLTPSLQVV 340
NTDB id 427 DQL23 RS10480 WP 060554269.1 RIKSVQVPIWSTANQSNLKWYEASQIGNGSFSVQFDIRNHQQLYGDYINHVYITYEDGSRAGYVAENVNLPQPAPQPLTPSLQVV 340
consensus *!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo HKGQSNTYQVI LQNSFGDGHI LFP IWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDGLYHVHVYRQSGGKVTGVMASNFQVT
NTDB id 426 SGO RS10250 WP 012131057.1 HKGQSTYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDGLYHVHVYRQSGGKVTGVMASNFQVT 425
NTDB id 156063 RN86 RS03360 WP 053794282.1 HKGQSNYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDGLYHVHVYRQSGGKVTGVMASNFQVT 425
NTDB id 427 DQL23 RS10480 WP 060554269.1 HKGQSTYQVILQNSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDGLYHVHVYRQSGGKVTGVMASNFQVT 425
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RPTVTAVRKPLNHATSTDPSNTYP I
VGECTWGAKALAPWAGNWWGNGGDWAASARRAGFRVGSTPQVGAIACWTDGGYGHVGVVTHVDS

NTDB id 426 SGO RS10250 WP 012131057.1 RPTVAVRKPLNHTTDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGFRVGSTPQVGAIACWTDGGYGHVGVVTHVDS 510
NTDB id 156063 RN86 RS03360 WP 053794282.1 RPTVAVRKPLNHTSDPSNTYPIGECTWGAKALAPWAGNWWGNGGDWAASARRAGFRVGSTPQVGAIACWTDGGYGHVGVVTHVDS 510
NTDB id 427 DQL23 RS10480 WP 060554269.1 RPTVTVRKPLNHATDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGFRVGSTPQVGAIACWTDGGYGHVGVVTHVDS 510
consensus !!!!*!!!!!!!**!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo HKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN
NTDB id 426 SGO RS10250 WP 012131057.1 HKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
NTDB id 156063 RN86 RS03360 WP 053794282.1 HKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
NTDB id 427 DQL23 RS10480 WP 060554269.1 HKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN 549
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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