logo

NTDB id 426 SGO RS10250 WP 012131057.1

NTDB id 156063 RN86 RS03360 WP 053794282.

NTDB id 427 DQL23 RS10480 WP 060554269.1
consensus

logo

NTDB id 426 SGO RS10250 WP 012131057.1

NTDB id 156063 RN86 RS03360 WP 053794282.

NTDB id 427 DQL23 RS10480 WP 060554269.1
consensus

logo

NTDB id 426 SGO RS10250 WP 012131057.1

NTDB id 156063 RN86 RS03360 WP 053794282.

NTDB id 427 DQL23 RS10480 WP 060554269.1
consensus

logo

NTDB id 426 SGO RS10250 WP 012131057.1

NTDB id 156063 RN86 RS03360 WP 053794282.

NTDB id 427 DQL23 RS10480 WP 060554269.1
consensus

logo

NTDB id 426 SGO RS10250 WP 012131057.1

NTDB id 156063 RN86 RS03360 WP 053794282.

NTDB id 427 DQL23 RS10480 WP 060554269.1
consensus

logo

NTDB id 426 SGO RS10250 WP 012131057.1

NTDB id 156063 RN86 RS03360 WP 053794282.

NTDB id 427 DQL23 RS10480 WP 060554269.1
consensus

ALELLLSO LT MRS A OESLE TRV AR (e e D1V e

MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVMVQLEGQTAIVQYQPTAAQEAYWIQHAVWSEEGGQDDIVWYSA
MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVSVQLEGQTAIVQYQPTAAQE YPIQHA WSEEGGQDDIVWYRAN
MKKYKNFLLLSATLLTSLSAPLAAANEQFSPSQLTAMTSEVSVQLEGQTAIVQYQPTTAQEAYPIQHAVWSEEGGQDDIVWYSAN

OTRLSHE E LIS et TR T

QSTTRIDLSQHKGQGKFIMIETYLNVNEVKYHLSSKSVFLNKPVQSPEKTVPEQQ STSSNNATPQAPAEPKPTNPAP PAPAPAT
QSTTRIDLSQHKGQGKFHIETYLNVNGVKYHLSSKSVFLNKPVQSAEKVPEQQNSTSSNNATPQAPAEPKPTNPAPSPAPAPAT,
QSTTRIDLSQHKGQGKFHIETYLNVNGVKYHLSSKSVFLNKPVQSAEKTVPEQQNSTSSNNATPQAPAEQKPTNPAPSPAPAPAT

A AERICL A e e AR A RO TR VRGeS

NRVENPRNSYJgKVEERNKSLPPQKVAQPK\EAPP QAIRPRINNKPLQASAARVPAEPVRDSKPLISITNINKENGTYTVRVQERPYSK
NRVENPRNSYQKVEERNKSLPPQKVARPKATPPQAKPSNNKPLQASAARVPAEPVRDSKPLISITNINKENGTYTVRVQESPYSK
NRVENRRNSYQKVE RNKSLPPQKVAQPKATPPQAKPSNNKPLQASAARVPAEPVRDSKPLISITNINKENGTYTVRVQESPYSK

ROV SRR SR Y LSRR LT L

IKSVQVPIWSTANQSNLKWYEASINIGNGSFSVQFDIRNHQQ YGNYINHVYITYEDGSREYGYVAENVNLPQPAPQPLTPSLQVV
RIKSVQVPIWSTANQSNLKWYEASQEGNGSFSVQFDIRNHQQLYGNYINHVYITYEDGSRAGYVAENVNLPQPAPQPLTPSLQVYV
RIKSVQVPIWSTANQSNLKWYEASQIGNGSFSVQFDIRNHQQLYG YINHVYITYEDGSRAGYVAENVNLPQPAPQPLTPSLQVV

SRR SO AR LR AT R

|

I
HKGQSTYQVILQONSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDGLYHVHVYRQSGGKVTGVMASNFQVT
HKGQSYQVILQNSFGDGHILFPIWSDINGQADDLRWYTANSLGNGRYSLDFNANNHIGDGLYHVHVYRQSGGKVTGVMASNFQVT
HKGQSTYQVILQONSFGDGHILFPIWSDINGQDDLRWYTANSLGNGRYSLDFNANNHIGDGLYHVHVYRQSGGKVTGVMASNFQVT

TR TARAP A RSP TS

RPTVAVRKPLNHTTDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGFRVGSTPQVGAIACWTDGGYGHVGVVTHVDS
RPTVAVRKPLNHT DPSNTYP GECTWGAKALAPWAGNWWGNGGDWAASARRAGFRVGSTPQVGAIACWTDGGYGHVGVVTHVDS
RPTVTVRKPLNHATDPSNTYPVGECTWGAKALAPWAGNWWGNGGDWAASARRAGFRVGSTPQVGAIACWTDGGYGHVGVVTHVDS

170
170
170

255
255
255

340
340
340

425
425
425

510
510
510



logo

NTDB id 426 SGO RS10250 WP 012131057.1
NTDB id 156063 RN86 RS03360 WP 053794282.1
NTDB id 427 DQL23 RS10480 WP 060554269.1
consensus

ARG AR LT

HKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN
HKRIQIQESNYAGQRYIANFRGWEDPTIAQGTVSYIYPN

HKRIQIQESNYAGQRYIANFRGWFDPTIAQGTVSYIYPN
I

K non conserved
B similar
>50% conserved

549
549
549



