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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGG.FYWHQSQQKQKVTQ.....NEQLLATSASK.T......KPATKKTHQAATKKKGGF 72
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEKVKSKVT 84
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKPA.....ETLSVENLSSSS...TKSSVSKF....NSSSSEKNKNEIM 71
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPV.....KETNLQAEVVAV...SKDSVSEKEVKKEEKEEPLEQDLIT 75
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPV.....KETNLQAEVAAV...SKDSSTEKEVKKEEKEEPLEQDLIT 75
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPV.....KETNLQAEVAAV...SKDLVSEKEVNKEEKEEPLEQDLIT 75
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPV.....KETNLQAEVAAV...SKDLVSEKEVNKEEKEEPLEQDLIT 75
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPV.....KETNLQAEVAAV...SKDLVSEKEVNKEEKEEPLEQDLIT 75
NTDB id 156030 RN80 RS07145 WP 060628475.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPV.....KETNLQAEVAAV...SKDSSTEKEV....KEEPVEQDLIT 71
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPHTPV.....KETNLQAEVVAI...SKDSSTEKDVKKEEKEEPVEQDLIT 75
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NTDB id 613 LCA RS05340 WP 231952379.1 STGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
NTDB id 300 STER RS07485 WP 011681496.1 .VSDK.GGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
NTDB id 595 KW2 RS08725 WP 021037687.1 .GSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 493 SM12261 RS04300 WP 000387351.1 .AS......STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 .AS......STSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 .AS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 .AS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 .AS......SISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 156030 RN80 RS07145 WP 060628475.1 .PS......STSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 212
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .PS......STSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
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