
logo MQKSKKSKWLLAGLAGVTALSLASGAVLGALVLAACGSKSSKDSKKASNDTASPGRTSTFYSGYVYANSVSDPSESTLDYSIVTTSSNKTSGSPTSKDTSAVI
V
G
TNVGVDGLLMENADKYGNLVPSLVAEDW

NTDB id 156007 RN80 RS03625 WP 049544886.1 MQSKKWLLGAGVTLSAALLLAACGKSDKKADAPRSFSYVYAVDPSSLDYSVTSKSSTSDVIGNVVDGLLENDKYGNLVPSLAEDW 85
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKS..STSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVAEDW 83
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDW 83
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDW 83
consensus !***!!!**!!!*!*****!!!!**** ********!!!**!!**!!!*******!*****!*!!!!*!*!!!!!!!!!*!!!!

logo

T
SVSQTKDGLTYTYKLIRKGI

VKWYTSDEGEEYADENVKTAQKDFVTGLKHAADAGSKSADGAGI
L
S
YL IVEQKDS IKAGLESADYVLSGAETTNNKDFSTNVGVKALIDEDYTVLEQ

NTDB id 156007 RN80 RS03625 WP 049544886.1 TVSTDGLTYTYKLRKGVKWYTSEGEEYAEVKAQDFVTGLKHAADAKSDGLSLIEKSIKGLEAYVSGETNDFSTVGVKALDDYTVE 170
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVKAIDDYTLQ 168
NTDB id 292 STER RS06940 WP 011681419.1 SVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDYTLQ 168
NTDB id 324 STU RS16140 WP 011226306.1 SVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDEYTLQ 168
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logo YTLNKKQPESPFYWNSKVTTTYAGSTLMLLSFPVNEEDFLNKANTKGKDYFGAKPSTTDPSTS I LYNGPYFFLLKSL ITSAKSVS I EYLETVKNPEHNYWDKEKNVKHI
FDNAVIKFLTSFYYD

NTDB id 156007 RN80 RS03625 WP 049544886.1 YTLNKPESFWNSKVTTATMLPVNEEFLNATGKDYGAP.TPSSILYNGPYFLKSLISKSVIEYEKNPNYWDKENVKIDNVKLTFYD 254
NTDB id 475 HSISS4 RS07005 WP 021143809.1 YTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKKNVHFDAIKLSYYD 253
NTDB id 292 STER RS06940 WP 011681419.1 YTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYD 253
NTDB id 324 STU RS16140 WP 011226306.1 YTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYD 253
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logo GSDQDESALEIVRSGFATTDGAYSNLTFARLVYFPNTSSSNFYSASTVKEEKKYGKDQNI FIYYSTPAQPEGATSSTYSYAFITGFVINLVINDRQSYNKFKYSTAKTKDTEDAGSQEKLTSSTKEKAMLLNKNDFRQ
NTDB id 156007 RN80 RS03625 WP 049544886.1 GSDQESLIRSFATGAYNTARLFPNSSSFASTKEKYGDQIIYSPQEATSYYFTFNVNRQSYNKTAKTDEGQKLSTKEAMLNKNFRQ 339
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKTDAEKTSTKKALLNKDFRQ 338
NTDB id 292 STER RS06940 WP 011681419.1 GSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKTDSEKSSTKKALLNKDFRQ 338
NTDB id 324 STU RS16140 WP 011226306.1 GSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKTDSEKSSTKKALLNKDFRQ 338
consensus !!!!**!*!*!**!!!**!!**!*!!***!***!!*!*!*!****!*******!**!!!!***!!*****!*!!!*!*!!!*!!!

logo

S
AINFAFINDRHTKAYTQASQLMINGEKEDGAADTKLGIA I

L
VRNSLLFVPDSNDYFVQSVAAGGDKTFGQDLAVQTDEEKLML

S
K
SYGEDQEWKSDGVTNFLATDGSKQDTGI

LYNPATEKAKSTAEFEAKAKESDETA
NTDB id 156007 RN80 RS03625 WP 049544886.1 AINFAFNRHAYTAQLNGEEGADKIIRNSLVPDNYVQVAGKTFGQLAQDELLKYGEQWKDVTLTDGKDTIYNPTKAKSAFEKAKSE 424
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFTDGQDGLYNAEKAKTEFAKAKET 423
NTDB id 292 STER RS06940 WP 011681419.1 AINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNLADSQDGLYNAEKAKTEFAKAKDA 423
NTDB id 324 STU RS16140 WP 011226306.1 AINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFADSQDGLYNAEKAKTEFAKAKDA 423
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NTDB id 156007 RN80 RS03625 WP 049544886.1 LQAKGVSFPIHLDVPVEQTDVVAVQQTNSLKQSIEETLGTENVIIDVLQMTDNEKESITSQAKVPTQKDYDL.NGTGWGPDYQDP 508
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDP 508
NTDB id 292 STER RS06940 WP 011681419.1 LQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDP 508
NTDB id 324 STU RS16140 WP 011226306.1 LQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDP 508
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NTDB id 156007 RN80 RS03625 WP 049544886.1 ATYLNILDAKKGSALKHLGITKGKDPEVVAKVGLDEYKKLLDDAASETSNLDKRYEKYAKAQAWVTDSSLLIPVAS.SGGSPMVS 592
NTDB id 475 HSISS4 RS07005 WP 021143809.1 STYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVIS 593
NTDB id 292 STER RS06940 WP 011681419.1 STYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVIS 593
NTDB id 324 STU RS16140 WP 011226306.1 STYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAIS 593
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logo RTLVTPFTKGAYSMSLQVGI
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VVTTKKEYDEAQASFRKEKWQLKEKLKAESNAEQKYAQKDLEKHI

VK
NTDB id 156007 RN80 RS03625 WP 049544886.1 RTVPFTKAYSQVGIKGDP.FIFKGMELQNDIVTTKEYDAAFKKWQKEKLESNAQYQKDLEKHIK 655
NTDB id 475 HSISS4 RS07005 WP 021143809.1 RLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 292 STER RS06940 WP 011681419.1 RLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 324 STU RS16140 WP 011226306.1 RLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
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