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NTDB id 156006 RN80 RS03245 WP 060627469.1 MENKKMSLWKQSKPYLAGLQFALLIAFLATILSNIITVYGPTRIKEMTNIIASGLETSVDVAAVAAIGGFLAVIYVIGLLSNYLQ 85
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGALVSYTA 85
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NTDB id 156006 RN80 RS03245 WP 060627469.1 AFLFTTAIQRFSERLRRAIAEKINRLPLGYFDGHSQGDTLSRVTNDVDTAAQSLNQSLGTVLSSSLLVVAVLVTMFGMNWILALV 170
NTDB id 370 SMU RS04260 WP 002263294.1 SFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAAT 170
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NTDB id 156006 RN80 RS03245 WP 060627469.1 TVVSTLIGFAFVSVFMGKSQGFFKSQQQDLAAVNGYVEEMYSGHNVVTSYNAIESTKEEFAKLNHRLYDSIWKSQFISGIMMPIM 255
NTDB id 370 SMU RS04260 WP 002263294.1 AILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLM 255
consensus **! !! *! !*!!!* !! !! !! ! !!!!!*!!!!!!!*!!!!! *! ! !!* !* !*!!!!! !!!!!!*!

logo

M
QF IGNFGSYAVLMVCI IVGAATLMAI

LNGDQI STI
MGI

TIVAFMATYVR I FSTQP I
L
A
SQIAQGITQSLQQSATCNAAMGRVFEFLDGEEE I

MEDENSHKEVKRQLESDKMV
NTDB id 156006 RN80 RS03245 WP 060627469.1 MFIGNFSYALVIIVGAALALNGQISIGIIVAFMAYVRIFSQPLSQIAQGITSLQQTCAAMGRVFEFLGEEEMEDESHKERQLSDM 340
NTDB id 370 SMU RS04260 WP 002263294.1 QFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKV 340
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NTDB id 156006 RN80 RS03245 WP 060627469.1 KGQVVFDRVSFGYTPERTIINDFSATAHAGQKVAIVGPTGAGKTTIVNLLMKFYEIDKGSIRIDGVDTKEMKRSEVHDAFSMVLQ 425
NTDB id 370 SMU RS04260 WP 002263294.1 EGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQ 425
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NTDB id 156006 RN80 RS03245 WP 060627469.1 DTWLFEGTIRDNLIYNQKDISDERVIEASKAVGIHHFIMTLPDGYDTVLDDTVTLSVGQKQLLTIARALLKDAPLLILDEATSSV 510
NTDB id 370 SMU RS04260 WP 002263294.1 DTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSV 510
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NTDB id 156006 RN80 RS03245 WP 060627469.1 DTRTEELIQKAMDRLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQGNHDELMAQAGFYADLYNSQFTEDEAEE 586
NTDB id 370 SMU RS04260 WP 002263294.1 DTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA.. 584
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