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NTDB id 156001 RN80 RS03110 WP 060627434.1 MLGILTFILVFGIIVVVHEFGHFYFAKKSGILVREFAIGMGPKIFAHIGKDGTAYTIRILPLGGYVRMAGWGDDTTEIKTGTPVS 85
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
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logo LTLTGDKDGKVKRR INLSGDKRKQLVDQTALPMQNVTQAFYDFLEDKLFTIKTGLVLEGEETKTFYGEVDHDATVIVEAEDGTEVLR IAPLKDVQYQNATS IWGKRL I
NTDB id 156001 RN80 RS03110 WP 060627434.1 LTLTDDGKVKRINLSGKKLDQTALPMQVTQFDFEDKLFIKGLVLEEEKTFGVDHDATVVEADGTEVRIAPLDVQYQNATIWGKLI 170
NTDB id 291 STER RS01205 WP 011680685.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
NTDB id 323 STU RS10650 WP 011225396.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
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logo TNFAGPMNNF I LGVVLVFWI I L IAFMVQGGVRQDVTDSTNQLFIHQVMAPNQGGALAAQKVVSGVLPKETTGADQAITVKAIGNSKHDEKVSTNDWEDSL IKQEAVLERSEENTKQDKKFTSKAGPDTSL
NTDB id 156001 RN80 RS03110 WP 060627434.1 TNFAGPMNNFILGVVVFWILIFMQGGVRDVDTNQFHVMPQGALAKVGVPETAQITKIGSHEVSNWESLIQAVESETKDKT.APTL 254
NTDB id 291 STER RS01205 WP 011680685.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL 255
NTDB id 323 STU RS10650 WP 011225396.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL 255
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MFKQAMSSADQAAS
NTDB id 156001 RN80 RS03110 WP 060627434.1 DVTI.SEKGSDKQVTVTPEESQGRYLLGVQPGIKSDFVSMFVGGFTTAADSALRILSALKNLIFQPDLNKLGGPVAIFKASSDAA 338
NTDB id 291 STER RS01205 WP 011680685.1 SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS 340
NTDB id 323 STU RS10650 WP 011225396.1 SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS 340
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NTDB id 156001 RN80 RS03110 WP 060627434.1 KNGIENVLYFLAIISINIGIFNLIPIPALDGGKIVLNILEAIRRKPLKQEIETYVTLAGVVIMVVLMIAVTWNDIMRLFFR 419
NTDB id 291 STER RS01205 WP 011680685.1 ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 323 STU RS10650 WP 011225396.1 ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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