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NTDB id 155772 AMQ28 RS10440 WP 053579541.1 MLKK..ISFAPFMHAWWKDPVFSSAVILAVVLHLIVLTLQFAMPQESDAAVKEIAVTLRPSKDQIKNADFLAQADQQGSG 78
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPF.YYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSG 79
consensus !!!!***! !!** !! !*!! !*!!!**!!* !! **!!!! *!* !!!!***!!* ! !!*!!!!!!!!!!!!!
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NTDB id 155772 AMQ28 RS10440 WP 053579541.1 TFREAHRMSSDMPAAE.IEQTTGEQEQETLERLQQKSELSFEEKVLMTTLSWKKEAEQNQRKKAMQALNSQFQAKAAMVA 157
NTDB id 1078 ABD1 RS15030 WP 000914774.1 AFREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVA 159
consensus !!!!!!!!! !!* * * *!!! !!!!**!! !! !!!!!!!! !!! ! !! !!!!!* !*!!!!!!!!!!!

logo SLEAQYLQRQQDNFSRQQKIKTVDGIQAKKRDAI SAAYLDEKFREQKVEFLYGNRYYPDEETAKEQQQRLAKGEVRLMVI LNAKNQGGIRAI
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NTDB id 155772 AMQ28 RS10440 WP 053579541.1 SLEAQYLQRQQNFSRQQKIKTVDGIQAKRDISAAYLEKFRQKVEFYGNRYYPDTAKEQRLAGEVRLMVILNKNGGIRALR 237
NTDB id 1078 ABD1 RS15030 WP 000914774.1 SLEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIR 239
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!*! !!!!!*!!! !!! !!!!!!!* !! ! ! !!!!!!!!!! *!!!!!*!

logo L ILESSGHPVLDDEAAKATSVRKRAGAPFGGRFDAQNMKDI SELR I
V
I
VRTWRFDPAEAEFEVH

NTDB id 155772 AMQ28 RS10440 WP 053579541.1 LIESSGHPVLDDAAKTSVRKAAPFGGFDQNMKDISELRVVRTWRFDPAEAEFEVH 292
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LLESSGHPVLDEAAKASVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !*!!!!!!!!!*!!! !!!**!!!! !! !!!!!!!!!**!!!!!!!!!!!!!!!
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