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LVACHYSAYPMIDNR I IQKQYFKYEQQKLQHFYQ

NTDB id 155771 AMQ28 RS10110 WP 053579490.1 MFNLIHQLLNKSIHGLSSCILCGIDRQQHHSLCQDCWQQLPWLKSSVQRQEIDIQVACHYSYPMDRIIQKYKYEQQLQFQ 80
NTDB id 1042 H0N27 RS01930 WP 000472273.1 MFKFLNPQ..YLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQ 78
NTDB id 1071 ABD1 RS15375 WP 000472269.1 MFKFLNPQ..YLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQ 78
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TLLAETVL IQAQLHKLFPKVQAIVPMP I SAKPQRLATERGYFNQSLVL ILAKNI
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V
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QRSLDNQEHSQKGLTSRLER I

FENI EQQFEV
NTDB id 155771 AMQ28 RS10110 WP 053579490.1 RLLAETLIALHLPKVQAIVPMPISAPRLAERGYNQSLVIAKILAKHLNVPVWQPISRSDQHSQKGLTRLERIENIEQQFE 160
NTDB id 1042 H0N27 RS01930 WP 000472273.1 TLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFV 158
NTDB id 1071 ABD1 RS15375 WP 000472269.1 TLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFV 158
consensus *!!!!*!**!**!!!!!!!!!!!!**!!*!!!*!!!!**!**!*!*!**!!!!!**!***!!!!!!*!!!!*!!!!!!!*

logo

I
A
C
LTRQSENKLRRYRRVLMI LIDDVVITTGSSLIYHALKSQKALEKVQLGCQTKS IYHAASCLACAATSDSTSY

NTDB id 155771 AMQ28 RS10110 WP 053579490.1 ICTRSKLRYRRVLMLDDVVTTGSSLYALKQKLEVLGCQKIYAACLACATD... 210
NTDB id 1042 H0N27 RS01930 WP 000472273.1 ALTQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 ALTQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
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