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NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
NTDB id 155770 AMQ28 RS09865 WP 053579445.1 ......MNKQTGFTLIELMVVVSIIAIIAAIAIPSYQAYIRRAETSKAQQEVKRIATLLERHKARNFSYKGFDLSTQTIN 74
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 R.......................GGYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLTAT 137
NTDB id 155770 AMQ28 RS09865 WP 053579445.1 ......................TPRTYSFELKDGSDTTKLLNATTASGHLWVLKAITTDVKNYNYLITSTGIRCKNLTAA 132
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKTWA 155
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 AVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 155770 AMQ28 RS09865 WP 053579445.1 NI........TYTGCGAGGEAW. 146
NTDB id 1006 ACIAD RS15005 WP 004923843.1 NI........SSSSCGTGSESW. 169
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