
logo MKRNQSKHGLVI LFI SARRIQLFGIS ILMAGLTALIVSAYAI SAMVLI FSMALMQPVAYALNSLKAADQANVADS IMLEITKSNLIVDKVVPALMANPQVILAPEGDNQRGVTRELIKDRLFVQMFDSNEKGI
L
P
V
L
P
A
K
P
QAL
QPRAQGSAFYTIQI

T
L
Q
E
K
N
QPAPSR I

L
A
V
I LDLFPIDGSKVTAGDQNMQNGKQI

L
A
G
P
K
SDKT

Q
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 155768 AMQ28 RS09735 WP 171250371.1 MNHLFRQFSMGAVAIAVMQVANAQVSITNIVPMQVAGQGTEIRVMFNGIPP.QPQAYQLEQPSRLILDFDKAQQNLK..Q 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
consensus !* ******** ** ******************************!***** *!*******! !**!!****** * *

logo

K
S
L
N
K
T
R
K
I
A
E
P
S
T

L
I
V
S
T
Q
A
V
L
T
K
G
N
N
S
E
T
L
A
N
R
H
SS IYVTNDI

V
S
T
V
E
A
S
A
V
D
A
K
G
D
K
D
QRATVSRVALVITI

L
V
E
NLATDKTRDLTSASVGSAYFSTGTSRMTVAEGSNI

N
V
T
L
Y
F
F
S
I
V
LVKVLIGNTGNS ISVAKGPSQASTNGNTDSALNSTKFSVEPANSTKAEPVVKASPAPASYAQP I

T
V
F
L

A
K
Q
I
P

P
Q
T
K
V
N
P
S
Q
V
Y
A
V

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEV.............FITNQV 145
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEV.............FITNQV 145
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATP..................VAT.SA 138
NTDB id 155768 AMQ28 RS09735 WP 171250371.1 STIAVATKEANSVDVSSDAQRSRLTVNLADAGAFTTRMEGNTFILKINTVGNNNFS..................TQQVVA 139
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKP..................LP..VV 137
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKP..................LP..VV 137
consensus * *** * ** !****** !*!****! * ********!* ****** * *

logo

P
Q
S
V
P
A
N
P
Q
A
G
Q
T
K
P

R
H
Q
A
E
G
V
I
G
R
K
S
R
NIDGFRQGR I

G
A
E
S
K
Q
Q
G
G
EGNQRLVLVVIDVLQLSDGPSTTGNLITSPPIVDI

VTQEQVQGGKSEKI
V
R
V
L
I
V
D
N
R
T
F
A
P
I
L
K
N
G
I
N
T
Q
K
L
V
IPDLTANHLRMAVKRRYLDNTVKTSNDFHASTPVAQSFVISVINTDSMAKSQYAQNQEDSKGDSKGRKNVTVG

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 155768 AMQ28 RS09735 WP 171250371.1 QNPTQGISNIGFQRGSQGEGQVVIDLLGSNTPVDVQQQGSKVVIRTLGNKVPTHLARRLNVNDFATPVSVVDAKNDGGNG 219
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SAQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SAQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
consensus *** *!*!*** ***! !**!* ******!****!************!**!**!*** !!**!! *** *** *

logo

S
R
V
M
I
S
TI ELQPTSETKSGLDSYDGEHYLFMVAYQTVADNEKNRQKFLMTVIDS IVLFKPRMLPEQTTADNEKDVENAI EPVRFLRQTKNRASPSLKLYKADNKAKNTFNPQASVNFYSTGENKRKLI SLNDFQNDIDSE I

VRSARVLQL ILADFTDENGLINLMVTVASADKTSVQG
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 155768 AMQ28 RS09735 WP 171250371.1 VITIQTEGSYEYMAYQTDNKLTISLKRPEDKN.PFKPKAANSYTGKKISLDFQDIEVRRVLQLLADFTEINMVTADTVQG 298
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
consensus ***!***!*!****!! *********** * * * **!***!!*!!*!**!*!!!!*!!!!**!*! *!*!!!



logo

D
NITLHRLQNKNDI

VPWDQALDLIVI LTKTQKSGNLDKRKRLKNGNVLMI LWVIDATPAKVDSTASE I
M
L
A
D
I
A
K
R
A
M
SEREDQEQELAEKSAI

V
Q
K
Q
A
T
Q
I
S
A
T
E
V
E
KLEAP I

LRQRSTDELYI LQVILSKNYAKAVGADI EMAGVKLFI
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 155768 AMQ28 RS09735 WP 171250371.1 NITLRLKDVPWDQALDIILKTKSLDKRRNGNVIWIAPVTELIKSEEEEAKAIAQSVKLAPLQTEYIQLSYAKAVDIEKLI 378
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
consensus *!!!*!***!!!!!!!**!*!* !!!!**!!!*********** !********** *!*!*****!** !!!!*!! !*

logo

Q
K
T
S
D
Q
V
K
G
K
R
T
Q
S

S
N
D
N
S
G
S
G
T
N
Q
S
G
E
N
S
L
G
N
S
Q

N
R
H
S
T
N
SGGSGTSTSTNLNATTGAVEDPSLGDNNSVGTSKLELGSGDPRGSKTITSLTQVDAPDRTNSTLIWIAVIYQNQDPTQAGSEVTQRSKLI EDEQLVIRREKI

L
M
V
I
S
K
D
Q
LLDVI SQPVRKQV

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQEG..........................KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSNTNGS.........ATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 155768 AMQ28 RS09735 WP 171250371.1 TQGKNSSNGSNRSSGS..........GADSLGDSVGSLLSPRGTISTDPRTNTIIVNDTSVKIDQIRKMIDLLDVSVKQV 448
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
consensus *** * * * * ** *******!!*!**! !!!******** *****!*****!!**!*!!

logo

L
MVI EAR IVERVANSTVKTEGDSYFDTSQKQSDE I

M
LGI

V
R
KWGGVIASLYRSHPQKTGGHI LTNW

N
Q
S

S
NNS
G
D
NTLLEVYGAGKNSDEGLTNATL IWDGNI

LKRDNTEEPKDGMNCDSKRND
G
P
E
I
TTAPGSAGCGN

Y

T
V
K
F
V
Y
P
T
T
L
I
T
E
G
R
T
R
Q
S
L
E
K
N
R
S
L
P
P
D
S
L
N
P
A
L
F
A
N
A
VPDLTGAGV

NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLS.G.TLEGANELA...........RG.TAPANVVPLERRLNLDLAAVPLTG 500
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLS.G.TLEGANELA...........RG.TAPANVVPLERRLNLDLAAAPLTG 500
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYHKGNWSG....YGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGA 525
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYTI...ERPDNLNVDLGV 517
NTDB id 155768 AMQ28 RS09735 WP 171250371.1 MVEARIVRASTEFSKQMGVKWGILSQGINQNSDLLVGGSDTTLWDLKTPD...DD.....GKYTI...QRPDNLNVDLGV 517
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGV 530
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGV 530
consensus **!!!!!**** *****!**!!****** ** *********** ** * * * * *** ********!**

logo

K
A
S
T

A
D
N
T
A
T
P
G
A
T
A
S
G
V
S
K
G
S IGAI

L
F
A
G
F
K
L
L
I STLMNDSNDI

F
I
L
MLDLQELSAMLEQKSATEDGNRYAGE I

L
V
V
I SQSTPRKLVLVIMS

T
S
T
A
N
D
Q
K
E

Q
K
P
A
TAVKI

V
L
E
A
K
S
TGSTVEQQE I

VPYQESTAESTGNSGSAGANGTASVTSASATVTEASF IKEKDAATVLL
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVL 576
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVL 576
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAAL 600
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALL 597
NTDB id 155768 AMQ28 RS09735 WP 171250371.1 TAPGASKIAFGLISLSDFMLDLELSALQADGYGEVISTPKVLTADKQPAKVASGTQIPYQSAEGGGANAVSTTEFIDATL 597
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SNPA.GSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALL 609
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SNPA.GSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALL 609
consensus * ** !***********!!!*!!!****!**!**!*!******** !****! **!!!*** **! ***!**!*!



logo SLDEKNVTPNQS ITPDNGRKI ILQVMMDEKVLKNDQVIAKTNSNQKDATS IPVDGNASNSYGPQNPYAQMATLQFPTLNGQEVALPPTAI LI INTKKNTNEVIQNATKNI
VLVDNDNGQETI

V
I
V
I
LGGI

V
Y
F
S
K
E
N

Q
E
D
T
Q
K
T
A
S
M
N
K
N
A
Q
V
S
I
V
Q
E
N
T
R
K
I
VPFLFGEDI

LPYVI
L
V

NTDB id 1257 GCO85 RS04855 WP 163621000.1 SLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVV 655
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVV 655
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYL 680
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYV 676
NTDB id 155768 AMQ28 RS09735 WP 171250371.1 SLDVTPSITPDGKIQMMLQIKNDSVGN.PTPTGQLTINKNEINTNVLVDNGETVVLGGIFEQTTANQQTKVPFLGDLPYI 676
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVV 688
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVV 688
consensus !! !!!*!!!!**!****** *!** *! **********!!**!*!***!!****** * ****!!*!**!**

logo GI
RLFKSRRNKTRDATQVVIKTSELDANRDKNKSENQELLVI FLIVTPR IMIVTNNDQSATAIVL IVASAGIR I

T
N
G
T
H
R
I EGREKDVYK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 GILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 155768 AMQ28 RS09735 WP 171250371.1 GRLFRKDVKSDNKSELLIFVTPRIVNDSVSRNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
consensus !*!!*** *** **!!!*!*!!!!***** **

X non conserved

X similar

X ≥ 50% conserved


