
logo MTAKRTINLLPWREDKELREQKRKKQEFLIATVFILSCFI LGAVAGVVL ILGACIAFTAITVAFLGLMTGWFFYYFDGNHKLDENDQEQANQL I LMSTSTNQGNLDVQQLKTSLDENGLEQAEQQRDNA
NTDB id 155765 AMQ28 RS09720 WP 053579418.1 MARINLLPWRDELREKRKKEFIAICIGAALIGAFIVALTWFFYNHKLEDQEQANQLISSTNQNLDVQLKSLEGLEAQRNA 80
NTDB id 1011 ACIAD RS15190 WP 004923716.1 MTKINLLPWRDKLREKRKKEFLVFSILVGLLGCAAVLMGWFYFGHKLNDQEQANQLILTTNQGLDQQLKSLDGLQQQRNA 80
NTDB id 1055 ABD1 RS15865 WP 000201227.1 MATINLLPWREELREQRKKQFITLCFGVVVLGITTVFGGWFYFDHKLDDQEQANQLIMSTNQNLDQQLKTLNGLQEQRDA 80
consensus !**!!!!!!!**!!!*!!!*!* ********! ! **!!** !!!*!!!!!!!!!**!!!*!!*!!!*!*!!* !!*!

logo IVI ERMKL IQGLQASQRP I
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LTKFSTVRVTGDKFTI EGKAESPNTVAEFLLRNLEASPAWYRNAFMNSFLA
NTDB id 155765 AMQ28 RS09720 WP 053579418.1 IIERMKLIQGLQSQRPIAVRLIDEMARVTPSNLYITKFVRVGDKFTIEGKAESPNTVAEFLRNLEASAWYRNAFMNSFLA 160
NTDB id 1011 ACIAD RS15190 WP 004923716.1 IVERMKLIQGLQAQRPVTVRLIDELVRVTPSNMYLTKFTRTGDKFTIEGKAESPNTVAELLRNLEASAWYRNAFMNSFLA 160
NTDB id 1055 ABD1 RS15865 WP 000201227.1 IIERMKLIQGLQSQRPVVVRLVDELVRVTPSAMYLTKFSRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
consensus !*!!!!!!!!!!*!!!* !!!*!!**!!!!!**!*!!!*!*!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!

logo

A
N
VEDENKKDKTAAPSSLVLVPRVEADEGHSYGSFLVVSTAVDLDGE I

L
M

A
G
S
T
V

P
S
T

L
S
T

A
E
T

D
P
T

D
E
S

A
D
S

A
P
K
QPQSTGPTEPVESTVAAGAQVAKKP

NTDB id 155765 AMQ28 RS09720 WP 053579418.1 VEEKKDKAPSSVVPRVEESYGSFVVTADLDEIASPSEPEAPQ..TTVEAAQ.. 209
NTDB id 1011 ACIAD RS15190 WP 004923716.1 AEDNKDKTPSSVVPRVEAGYGSFLVSVDLGELGTSLATSD.QPQTPPTAGVKP 212
NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLGEMGVTTTDDSAKPSTGESVGAAK 213
consensus !**!!!**!!**!!!!* !!!!*!**!!*!***** * ** ! ***
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