
logo MKKVFLKNAGMVPVNTFHSALGFIKKHQLLALALVCTVGSVAGI
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HAAPTASPRNHINPPASLKASGNAPNQVYVVKKRGDTLWDI SGKHRFLKNKNPVWRW

NTDB id 155757 AMQ28 RS07045 WP 053579006.1 MKKVLKAVPTFSALGFKKQLLALAVCVSVGVGMVSMAEAAPARNINPPALKAGAPQVYVVKKGDTLWDISKRFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHA.TSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! *** !*!!! !!*!!!!!*! !**! * *!** *!*!!! !! !!*!!!!!*!!!!!!!! *!! ! !!

logo PE IWASNKQHVKNPHWI FYPGDRLLLMCSTLYDNGRP I
L
I
VGKDEGDGCEVGI IRRYTGGQTTHKLQPQVR I

VEASLNNAS IVPVIPLEHYIKHQWL
NTDB id 155757 AMQ28 RS07045 WP 053579006.1 PEIWASNKHVKNPHWIFPGDRLLMCTYNGRPIIGKDEGDGCEGIIRRYTGGT.KLQPQVRIESLNNAIPVIPLEYIKHWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!!!!*!* !!!**!!!!!!!! !!!!!!!! !**!!!!!!*! !!! *!!!!!!*!!*!!

logo ENRSTI ILAPAPDES IATDNTPYI LVGTADQRVLAAGKGQTI
VYARGNQGLEINVGQRYAVYREAGEPYMYFTDANKNGKKHYNSALGI

LEL ILQVAASGTVAS IV
NTDB id 155757 AMQ28 RS07045 WP 053579006.1 ERSTIIAPESIADTPYILGTADQRVLAAKGQTVYARGNGLEVGQRYAVYREAEPYMFTDANGKKYNAGLELIQVAAGTSI 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! !!!****!! !!!!*!!!!!!!!!*!!!!*!!!!*!! !!!!!!!!!*!!! !!! !!!* !*!!*!!! ! *

logo
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SEKNDITTLELTDSTYNAGEVRRGDRVLMPEEYDQAPMTLPTLFYPTVDHAEKDQVTVADGGKI IVRVMGS IGRTAAKHNSVVTI

LDRGRTLTQGI
VQVG

NTDB id 155757 AMQ28 RS07045 WP 053579006.1 RGENDITTLELTDTYNGEVRRGDRVLPEYDPMLPTLFYPTHAEDVVAGGKIVRVMGSIGTAAKHSVVTIDRGRLQGVQVG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !!!!!!!!!*!!*!!!!!!!!*!! * !!!!!!! *! ! !!!!*!!!!!!! !!!*!!!!*!!! !!*!!!
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TDPKTKERVIQLPGQQRIGNS ILMVFKRSTFDHQLSYAYVLDESDELP IKVGASAS IQPSPLQFLDND

NTDB id 155757 AMQ28 RS07045 WP 053579006.1 HVFAVNQTGETVTDPKTKERIQLPGQRIGNIMVFKSFDHLSYAYVLDSELPIKVGAAIQPPLLDD 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *!! * ! !!** !!!!!! !!!!!! !! *!!!**!!*!!!!!!!*!*!!!!!! !!*! !
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X ≥ 50% conserved


