
logo MKE I LKNTLTVEATMTTLPEDSYLSDEQDAEFI LE I F IVEE I EE I FVDELNQPL IL INDKWFMAQNSEPNDI
P
A
ETLTETIRRHFHTLKGSGRMI

VGAKSAS
NTDB id 155742 AMQ28 RS04140 WP 053578502.1 MKEILKNLVETTTLPEDSYLDQDAEILEIFVEEIEEIFVELNPLLIDWFANPNDPETLTTIRRHFHTLKGSGRMVGAKSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSEN.IATLTEIRRHFHTLKGSGRMIGAKSS 79
consensus !!!!!! ! ! !!!!!!! *!!!! !!!!*!!!!!!!!*!*!!* ! *!** !!! !!!!!!!!!!!!!!*!!!!

logo

A
GELAWATVEDSTLNRVINSGQAS ILPQLDTMPTI

VQRSYTVQLTVFKFIYFQLYKLVYDP I
NFKQTKVQRAMHTDTI

LDFLRPL IVLLGQHQI
LQQNQQRI

SLAEPAELEEQLLEQL
NTDB id 155742 AMQ28 RS04140 WP 053578502.1 GELAWAVEDSLNRVISGAIPLDMTVQRYTQTVFKIYQYKLYPIFKTVQMTDIDLRPLVLLGQHIQQNRILAPELEQLLEL 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 AELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQL 159
consensus *!!!! !!!*!!!!! **! *!*! ! ! !!! ! !! * !! * *! !!!*!!!!**!!* ! ! !! !! !

logo SHTTLMNAENTQI
VTGLELDEEYI

SEQSDNASLTADESP I IQATH
L
A
T
E
S
I
Q
A
E
I
S
D
N
I
L
D
EETLVATI

LF IMEEAEEHLAI
TI EHQFLDKNQEHLHNQSYDQGSYNASL IRALHT

NTDB id 155742 AMQ28 RS04140 WP 053578502.1 STTLNAENQITGLELEESESNATDS......LASQASDIEETVAIFIEEAEEHLAIIEQFLKNEHNQSQGYNSLIRALHT 234
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NTDB id 155742 AMQ28 RS04140 WP 053578502.1 FASTEF.DSELNPQGMVSKLIALNIDLLLDAEFEFEKRAKSEYPEYLKKLAEQAQQLLIHTDNRAATGIYDFTQELKLNY 392
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NTDB id 155742 AMQ28 RS04140 WP 053578502.1 NIQDLSQIGSIEE...LAS...EISEVAQ.....LAEQPVES.................TEIGLTESEKVQENISSHLDA 671
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RAGQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIPVELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQENE 718
consensus !* *** *** *** !! ****** ! !!! ***************** ! * * **!*

logo

A
V
A
D
A
D
N
PEEQDS I ERAS IVAVEEQATFFLEEAETE I

LLDEMSATDEQSLLKQWFEQRSTDNRS ILLLQLQRAAVHS ILKGGARMVEGLNEAPVAQAVIASYQLENTATFEQF
NTDB id 155742 AMQ28 RS04140 WP 053578502.1 ADDPEESIRSIAEEAFFEEAEEILDSTDQLLKQWFEQRSDRSLLLQLQRAAHSIKGGARMVENEPVAVISYQLETTFEQF 751
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NTDB id 155742 AMQ28 RS04140 WP 053578502.1 AVHHFNSNAYDSLLESTFIWLRKAIFDQDYSHFDSLKLSLASIEFVDVTAQIPTRVSKFDHTSAPKIIEFVQGDGTEPPA 831
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NTDB id 155742 AMQ28 RS04140 WP 053578502.1 MLGEWDSSTQLENNNEMIRISADLVEKMIDLSGENAINRSRIEMDLGQLGHTLNEMELAMKRLADQLRRMEGELESQIIA 911
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELETQIIA 958
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 KHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPFSRL 1038
consensus !!! !*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! *!!!!!! !!!!!!!!!!!!!! !!!!!!!!!!!!

logo LPRLQR IVRQTSSTATLNRPATELFVVNNTEGELDRNTI LERLVTPFLEHMLRNAIDHGI
LEDARAEQR I

QQATKNKPAE I
TGHR I ELNIQSRQGT

NTDB id 155742 AMQ28 RS04140 WP 053578502.1 LPRLQRIVRQTSSTLNRPTELVVNNTEGELDRTILERLVTPFEHMLRNAIDHGIEDAEQRIQTKKPAIGHIELNISRQGT 1071
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQRQGT 1118
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NTDB id 155742 AMQ28 RS04140 WP 053578502.1 DSELGQGTTFTIRVPTTVSVSDALMVKAGDQQFAISLAQIERIVRISPSALEDYFNSKEDFFKIDNTSYKLRYLSEFVAN 1231
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLRYLSEFVGN 1278
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 QPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQIQ 1358
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NTDB id 1046 H0N27 RS03130 WP 168726941.1 STQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPRMDG 1438
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NTDB id 155742 AMQ28 RS04140 WP 053578502.1 FEVTNLVRHHEIHKDLPIIMITSRTGEKHRERAFSLGVSHYMGKPFQEAELLSHVEHLLEMSQG.... 1455
NTDB id 1046 H0N27 RS03130 WP 168726941.1 FEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
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