
logo MRALGLL IVGFVAGCMALQMTQRAPAVLAMPAVWQAPAVLVLVGLLWALCLLALAMAFLVALRRGARKLP I
RLLVPSVLMALVLTASAASCVAGFGWSDWRAQQRFLSVVLAS

NTDB id 155728 ACS15 RS10780 WP 031329131.1 MRLGLVGFVAGCMALQMQAVLMPAWQAVVVLWLCLLLAFVAR...RKPILLSVLLVTSASVAGFGWSDWRAQQRFSVVLS 77
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
consensus !! !*!!!!!!!!!! * ! ! !!* ** !!! * !***! ! !**!* ! ! *!!!!!!!!!!!!! !!!!

logo PAWEGKDI IRATGVVAELPEQVSTEDATRFLFQR I ESSDAGDAVPPSRVRLSWYGALRSTWGHEGARGQDREAEGAVAEPTDRRAGIPDLQPGQRW
NTDB id 155728 ACS15 RS10780 WP 031329131.1 PAWEGKDIIATGVVAELPQVSEDATRFLFQIESSDAGDAVPSRVRLSWYGARTWGGAGDE.GVEPDRRAGIPDLQPGQRW 156
NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
consensus !!!!!!!! !!!!!!!!! !*!!!!!!!! !!!!!!!!!!!*!!!!!!!! !*!* !* *!!!!!!!!!!!!!!!

logo

K
QLTLRLKRPHSLMSNPGGFDGEYAMLADDI

VRAATGYVRYTGKRAQRNAIALLMGEADEAGSGFVGI
L
N
RVERWRAAVRRHI

LLAALPDEARYA
NTDB id 155728 ACS15 RS10780 WP 031329131.1 KLTLRLKRPHSLSNPGGFDGEYAMLADDIRATGYVRTGKRAQNIALGEAEAG..FGINVERWRAAVRRHILAALPDARYA 234
NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!*!! !!! !!!!! ! *!!!*!!** !* !!!!!!!!!!!*!!!!!*!!!!

logo PVIVALVVGDQSGIAQRAEDWELRFRRTGI SHLVS I SGLHITMIAGLFAGAFLWMALWRRSFGLARWLRMTPLPLRMPATPQRAGAI
VA

NTDB id 155728 ACS15 RS10780 WP 031329131.1 PVIVALVVGDQSGIAREDWELFRRTGISHLVSISGLHITMIAGLFAAFWMALWRRSFGLARWLRMPLPLRMPTPRAGAIA 314
NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
consensus !!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!! !!!!!!! *!!!!*!

logo AMALAAFAGYCLLAGMGVPAQRTLLMLASTVAI
VARLATDRNSVPAVSLSLCWAAALVVAVALVDPWAVMSAGFGWLSFGAVAI

V I FLMAAQRI
M

NTDB id 155728 ACS15 RS10780 WP 031329131.1 AMLAAFGYCLLAGMGVPAQRTLLMLSTVAIARLTDRNVPASLSLCWAAAVVVAVDPWAVMSAGFWLSFGAVAIIFMAAQM 394
NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
consensus !! !!!*!!!!!!!!!!!!!!!!!! !!!*!!! !! !! !!!!!!!!!*! !!!!!!!!!! !!!!!!!!*!!*!! *

logo VALADDGARRDDRVERRTEPARWPWMVRAYQWHRGI
L
A
R
G
S
A
S
A
TR I

VQFLAVTFGLLPLTLLLFQQTVSVVSAAVANAGLAIPVVSFLVTTPLALMVGATALPDEPLW
NTDB id 155728 ACS15 RS10780 WP 031329131.1 VLDGRR.DRETERWWMRYQHGIASSTRIQFAVTFGLLPLTLLLFQQTSVVSAAANGLAIPVVSFLTTPLALVGAALPDPL 473
NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALPEPW 480
consensus ! !*! * !**! *!* !*! !!!!!!!!!!!!!!!! !!!!! !!*!!!!!!!!*!!!!!!*! !!!*!

logo

A
SQPVLAI LWASEAVSFARWLMVPVWLDEAWLALRPGSGWSVWVAPAVAPAWALWGLLATVGVGVAPLLLVPGAGHYRAWAWRAQGALVLLLVPML

VLARAVPAVP
NTDB id 155728 ACS15 RS10780 WP 031329131.1 AQPVLALSEVSFRWLVVWLEWLARPSWSVWVAPVAPAWALLLATGGVALLLVPGAHRAWAWRAQGALLLVPMVLARVPVP 553
NTDB id 1426 RS RS05575 WP 011001070.1 SQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAP 560
consensus !!!! ! !! !!**!!* !! ! !!!!!! !!!!! !! !!*!!!!!!**!!!!!!!!!!*!!*!!*!!! ! !



logo

L
PPGEFRMVVAFDIGQGAAATLVETAGNHRLLFDTGPRQYGDHLADAAADRVITVPYLRGHGI

V
E
QAI

LDATLVVSHEDSDHAGGTETVI
M
A
D
A
G

NTDB id 155728 ACS15 RS10780 WP 031329131.1 LPGEFRVVAFDIGQGAAALVETANHRLLFDTGPRYGDHADAAARVITPYLRGHGIEALDALVVSHEDSDHAGGTETVIDA 633
NTDB id 1426 RS RS05575 WP 011001070.1 PPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAG 640
consensus *!!!!!*!!!!!!!!!! !!!!! !!!!!!!!!! !!*!!!! !!! !!!!!!!* !*! !!!!!!!!!!!!!!!!!* *

logo VPVRTMLASLPNPGHAGLEHARQTAARAHLDGI EGLPATGSCLVAGQRVWATWDGVATFE I
MLHYPAVQRPVPASDGRAARVSSNARSCVLR IAGNAGRHYAALMLATG

NTDB id 155728 ACS15 RS10780 WP 031329131.1 VPVRTMLASLPNGHALHATAAAHDIGLTSCLAGQVWTWDGVTFEMLHPARPPADGARVSSNARSCVLRIGNGRHAALLTG 713
NTDB id 1426 RS RS05575 WP 011001070.1 VPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAG 720
consensus !!!!!!!!!!!*!!*!* ! !* ! * !*!!! ! !!!! !!*!*! *! ! ! !!!!!!!!!!!!*!*!*!!*! !

logo DI EGARAPQEAAL IVAASEATPERLMADI LLVPHHGSKRTSSSGAFLDAVSAPQVAVFQVGYRNRYGHPHPRQVWQRYGVARDGI ERLRTD
NTDB id 155728 ACS15 RS10780 WP 031329131.1 DIEAPQEAALVASETPERLMADILLVPHHGSKTSSSGAFLDAVSPQVAVFQVGYRNRYGHPHRQVWQRYVARDIERLRTD 793
NTDB id 1426 RS RS05575 WP 011001070.1 DIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTD 800
consensus !! *!!!!!*! ! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!! !! !!!!!!!

logo

A
QTGAVVI ETRGDALAEVQRTARSMRPRYWSSALEVAEALAETATATDEGP I

T
D
GALQP

NTDB id 155728 ACS15 RS10780 WP 031329131.1 QTGAVVIETRGDALEVQTARSMRPRYWSSALEVEALATAADGIDALP 840
NTDB id 1426 RS RS05575 WP 011001070.1 ATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus !!!!!!!!!!!!! ! !!!!!!!!!!!!!!!! !!! ** ! !

X non conserved

X similar

X ≥ 50% conserved


