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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ........MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQG.EALSVADVTALLHAMMDDARQAEFKQTREANFA 71
NTDB id 155135 CDOMC RS07440 WP 172129030.1 MQKYSDSNISLEALLRTVIHNKASDLHLVSRGEPQVRIDGALRPLELGVLNSNDIQDLCYALITDAQKSELEENRELDYA 80
NTDB id 1307 DR RS10055 WP 010888596.1 ....MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFS 76
NTDB id 1116 NGFG RS10615 WP 003690200.1 ........MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVDFS 72
NTDB id 1086 NMV RS00245 WP 002218487.1 ........MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVDFS 72
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ........MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDFS 72
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ........MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDFS 72
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ........MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFS 72
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ........MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFS 72
NTDB id 1202 PSJM300 01600 AFN76400.1 ........MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEFLETDFS 72
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ........MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFLETDFS 72
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ........MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRRDYEEKLETDFS 72
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ........MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFS 72
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ........MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFS 72
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ........MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFS 72
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 V.VRDSGRFRVSAFFQ.RELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHR 149
NTDB id 155135 CDOMC RS07440 WP 172129030.1 IDLPNIGRFRANYYYTMNGELAAAFRIIPTEMPTLDGIGAPSIFKQIIKREKGMILVTGPTGSGKSTTLAAILNEINVTE 160
NTDB id 1307 DR RS10055 WP 010888596.1 FALGDKARFRVNAFMQ.RGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTK 155
NTDB id 1116 NGFG RS10615 WP 003690200.1 FELPNVARFRVNAFNT.GRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINYINETQ 151
NTDB id 1086 NMV RS00245 WP 002218487.1 FELPNVARFRVNAFNI.GRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINYINETQ 151
NTDB id 1185 GTF74 RS11940 WP 000350195.1 FELPNVGRFRVNAFHQ.ARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAHH 151
NTDB id 1176 A1552VC RS01160 WP 000350195.1 FELPNVGRFRVNAFHQ.ARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAHH 151
NTDB id 1283 ACE17W RS02630 WP 010947729.1 FEIANLARFRVNAFNQ.SRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSR 151
NTDB id 1259 GCO85 RS10305 WP 010947729.1 FEIANLARFRVNAFNQ.SRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSR 151
NTDB id 1202 PSJM300 01600 AFN76400.1 FEVPGVARFRVNAFNQ.NRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTK 151
NTDB id 1194 PAKAF RS01995 WP 003084552.1 FEVPGVARFRVNAFNQ.NRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTK 151
NTDB id 1020 ACIAD RS04210 WP 011182164.1 FEVPNLARFRVNVFNQ.NRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDYINNHR 151
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 FEVPNVARFRVNAFNQ.NRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENR 151
NTDB id 1060 ABD1 RS04380 WP 000355489.1 FEVPNVARFRVNAFNQ.NRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENR 151
NTDB id 1040 H0N27 RS13360 WP 000355489.1 FEVPNVARFRVNAFNQ.NRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENR 151
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHAN 229
NTDB id 155135 CDOMC RS07440 WP 172129030.1 RKHILTIEDPVEFVHKNQKSLFSHRNIGTDTHSYTQALKYAMREDPDIILVGEIRDSETISTAITAAETGHLVFATLHTN 240
NTDB id 1307 DR RS10055 WP 010888596.1 KLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTN 235
NTDB id 1116 NGFG RS10615 WP 003690200.1 PAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETGHLVFGTLHTT 231
NTDB id 1086 NMV RS00245 WP 002218487.1 PAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETGHLVFGTLHTT 231
NTDB id 1185 GTF74 RS11940 WP 000350195.1 NKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHTS 231
NTDB id 1176 A1552VC RS01160 WP 000350195.1 NKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHTS 231
NTDB id 1283 ACE17W RS02630 WP 010947729.1 YEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTN 231
NTDB id 1259 GCO85 RS10305 WP 010947729.1 YEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTN 231
NTDB id 1202 PSJM300 01600 AFN76400.1 YHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
NTDB id 1194 PAKAF RS01995 WP 003084552.1 YHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
NTDB id 1020 ACIAD RS04210 WP 011182164.1 YDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 YDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
NTDB id 1060 ABD1 RS04380 WP 000355489.1 YDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
NTDB id 1040 H0N27 RS13360 WP 000355489.1 YDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 NANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQ. 308
NTDB id 155135 CDOMC RS07440 WP 172129030.1 SAIQTINRIIDSFEGGEQLQVRNMLSVSLGAVISQSLIPK.NGGGRLAVHEILINNPAVSNLIRENKIHQIYSQMQLNQQ 319
NTDB id 1307 DR RS10055 WP 010888596.1 SAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGA. 314
NTDB id 1116 NGFG RS10615 WP 003690200.1 GAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQINSVLQTGQ. 310
NTDB id 1086 NMV RS00245 WP 002218487.1 GAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQINSVLQTGQ. 310
NTDB id 1185 GTF74 RS11940 WP 000350195.1 SAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGA. 309
NTDB id 1176 A1552VC RS01160 WP 000350195.1 SAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGA. 309
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQ. 309
NTDB id 1259 GCO85 RS10305 WP 010947729.1 SATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQ. 309
NTDB id 1202 PSJM300 01600 AFN76400.1 SAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSIQTGG. 309
NTDB id 1194 PAKAF RS01995 WP 003084552.1 SAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQTGG. 309
NTDB id 1020 ACIAD RS04210 WP 011182164.1 SAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSIQTGA. 309
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGA. 309
NTDB id 1060 ABD1 RS04380 WP 000355489.1 SAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGA. 309
NTDB id 1040 H0N27 RS13360 WP 000355489.1 SAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGA. 309
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKT............................KRGDDYGSGSL 360
NTDB id 155135 CDOMC RS07440 WP 172129030.1 STGMMTQTQSLMKAIKNNLITKEMAMRYSTAPQELGNLLGI....................................... 360
NTDB id 1307 DR RS10055 WP 010888596.1 REGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAA 394
NTDB id 1116 NGFG RS10615 WP 003690200.1 ASGMQTMDQSLQSLVRQGLIAPEAARRRAQNSESMSF........................................... 347
NTDB id 1086 NMV RS00245 WP 002218487.1 ASGMQTMDQSLQSLVRQGLIAPEVARRRAQNSESMSF........................................... 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 AHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF............................................ 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 AHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF............................................ 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 AKGMQTLDQHLTELVNKNIISKHTAHEAALNK.SLF............................................ 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 AKGMQTLDQHLTELVNKNIISKHTAHEAALNK.SLF............................................ 344
NTDB id 1202 PSJM300 01600 AFN76400.1 SLGMQTLDSCLKGLLAKGLISRDSAKEKAKQP.ENF............................................ 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 SLGMQTLDMCLKGLVAKGLISRENAREKAKIP.ENF............................................ 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 THGMTTLDQSLKQLLAKGIINLPTARAVAKSP.ESF............................................ 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 NHGMTTLDQSLKGLVSRGVISPQTARTAAKQP.ESFL........................................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 NHGMTTLDQSLKGLVARGVISPQTARTAAKQP.ESFL........................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 NHGMTTLDQSLKGLVARGVISPQTARTAAKQP.ESFL........................................... 345
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