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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 155024 AK825 RS13890 WP 068038728.1 MSFAQVYTRSVVGLHAPKVIIEVHLSQGLPALTIVGLPEAAVRESKDRVRSAILNSGFQFPNRRLTINLAPADLPKDGAR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRARE...........................EG 131
NTDB id 155024 AK825 RS13890 WP 068038728.1 LDLPIAIGILAASDQLDPEVLSGFEFIGELALNGNLRQVTGSLAVARAIKAEALALKTSKVSKASKSNEQQLNEQLQEPQ 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAH............................KD 132
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAH............................KD 132
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAAN............................QV 132
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAAN............................KK 132
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQ............................KS 132
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAAS............................KA 132
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NTDB id 1323 RA0C RS07335 WP 004916218.1 FKGIILPKQNTREAAIVNDLEVYGVENIKEVIDFFNENCP.......LEPTKVNTREEFHKRVNLFPFDFSEVKGQETAK 204
NTDB id 155024 AK825 RS13890 WP 068038728.1 AAQLIVPIDNGAEASRVEGVEILAADSLKAVCDHLQSLTNPNATYERLEVVQPSPTQ....QHAGYKVDLADVKGQHHAR 236
NTDB id 1271 LPP RS03220 WP 011213198.1 NQHLIIANANAAEASLTGHQKVFTANNLREVCDYLCQGTS.......LQSLPPKPDL....LLNNYELDWSDIKGQQHAK 201
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NQHLIIANANAAEASLTGHQKVFTANNLREVCDYLCQGTS.......LQSLPPKPDL....LLNNYELDWSDIKGQQHAK 201
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ERCLVVPHSNGDQAALVGVERHKSAQSLLEVCADLCGQQT.......LSLFQSSPSV....QQVSQTRDLQDIIGQQQGK 201
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QRHLVVPHANGDQAALVGKEQHKSAQSLLEVCAELCGQHQ.......LNLYQTPKKK....ELKAHGRDLQDIIGQQQGK 201
NTDB id 1349 HI 1117 AAC22771.1 KRELIIAKQNANEASLVSDQNTYFAQTLLDVVQFLNGQEK.......LPLATEIVKESAVNFSGKNTLDLTDIIGQQHAK 205
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KREIIVPQQNANEVSLVSNTQTYCASTLLQVVNFLNNRDQ.......LPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAK 204
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RAMEVAAAGGHNIILIGPPGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALV 284
NTDB id 155024 AK825 RS13890 WP 068038728.1 RALEIAAAGGHSLLFTGPPGSGKTLMASRLPTILPDLSDEDALEVASTYSVADSDY....DYGTRPFRQVHHTISAVALV 312
NTDB id 1271 LPP RS03220 WP 011213198.1 NAMVIAACGGHSILLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALV 280
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NAMVIAACGGHSILLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALV 280
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALV 280
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALV 280
NTDB id 1349 HI 1117 AAC22771.1 RALTIAAAGQHNLLFLGPPGTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALV 284
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RALIIAASGQHNLLFLGPPGTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALV 283
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GGGSYPQPGEISLAHNGVLFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT 364
NTDB id 155024 AK825 RS13890 WP 068038728.1 GGGSRPKPGEITLANKGVLFLDELPEFDRTVLEVLRQPLEAKQITISRANSQMTFPANFQLVAAMNPCPCGYDGDTSGRC 392
NTDB id 1271 LPP RS03220 WP 011213198.1 GGGNPPKPGEISLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANC 360
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GGGNPPKPGEISLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANC 360
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GGGTIPRPGEISLAHNGLLFLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR. 359
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GGGSVPRPGEISLAHNGLLFLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR. 359
NTDB id 1349 HI 1117 AAC22771.1 GGGTIPKPGEISLATNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR. 363
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GGGSIPKPGEISLAHNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR. 362
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NTDB id 1323 RA0C RS07335 WP 004916218.1 .SSSFEMQRYLNKLSGPLLDRIDIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKE 441
NTDB id 155024 AK825 RS13890 WP 068038728.1 RCRPEQIKRYQDKLSGPLLDRIDLHITVPALPIADLQNA..QAGETSEQVRTRVAVAHKHQLKRQQK....VNNELSPSE 466
NTDB id 1271 LPP RS03220 WP 011213198.1 MCTPDRISRYLAKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKT 436
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MCTPDRISRYLAKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKT 436
NTDB id 1153 A1552VC RS00115 WP 000521788.1 .ANPQSILRYLSRLSGPLLDRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSRE 433
NTDB id 1397 DSB67 RS15690 WP 005535577.1 .TNPQAILRYLGRLSGPLLDRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSRE 433
NTDB id 1349 HI 1117 AAC22771.1 .TSPQQIMRYLNRLSGPFLDRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKE 437
NTDB id 1387 A4U84 RS06900 WP 020457569.1 .TSPQQLMRYLNRLSGPFLDRFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKE 437
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IEHFCELDEVSLLLIKNAMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 155024 AK825 RS13890 WP 068038728.1 IDKYIQLGEGEQQLLQLAQQRLNLSARGYHRVLRVARTIADLADSIDITSAHVSEALSYRSK............ 528
NTDB id 1271 LPP RS03220 WP 011213198.1 CEMVCELGSEEQLFLREVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 CEMVCELGSEEQLFLREVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 IEQYCPLLKADAEFLESALHRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 IEAFCPLQKSDAEFLENALHRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 IERDCKLNDKDAFFLEKALNKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 IEQDCKLTDRDALFLENALTKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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