logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
155008 AK825 RS01710 WP 068034204.1
1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
155008 AK825 RS01710 WP 068034204.1
1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
155008 AK825 RS01710 WP 068034204.1
1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

Duselarseletsh P op

NEYIRDGMETHKLSSIMIRY ik

CPMIG
S

SDLHISAG
VD IINELLAFSVK |§ SDLHISAG
MRVDIWELLAFSK GASDLH SAG
MVDIWELLAFSVK GASDLH SAG
BRVDIWELLAFSVK GASDLH SAG

NMDIWELLAFSVK GASDLH SAG

R Ao

PPMIRVDG R
PPMIRVDG R
PPMIRVDG R
PPMIRVDG R
R
R
*

AMDIMELLAFSVK ﬁ
K

PPMIRVDG
PPMIRVDG

ook ok kok || skok skok ok | okok ok sk ok sk ok | ok ok ok ok ok ok

ARFRVNAFNQSJRGA AVFRTIPSJAIL MEDLGLPIZIFK
ARFRVNAFNQSRGA AVFRTIPS|AIL MEDLGLPIJIFK
ARFRVNAFNQNRGAGAVFRTIPSK LTME LG [@3 FK[
ARFRVNAFNQWNRGAGAVFRTIPSK LTMEDLGL[HNIFK
ARFRVNAFNQNRGAGAVFRTIPSK LTMEDLGLENIFK

ARFRVNAFNQWRGAGAVFRTIPSK LTMEDLGL[GNIFK
sokok DL Ds 1 Dl Fokok Dk Dok |okokok % ok

VB Rt Rk

DIJALR ALR

LTVEDPIEFVHQSKKCL NQREVH

LTVEDPIEFVHQSKKCL NQREVH
LT EDPIEFVH SKKCL NQREVH
LTVEDPIEFVHQSKKCLINQREVH
LTVEDPIEFVHQSKKCLINQREVH

LTVEDPIEFVHQSKKCLINQREVH
sokskok LD Dok |

* %

INLPPLEHKD VY
INLPPLEHKD VY

INLPPLEHKEVEEL
INLPRLEHKDVfE L
INLPJALEHKDV[ L
INLPJALEHKDVE L

ST Al zﬁtK@AzggR iy

kokokkok ok Kok Kok k

gl

WAALRSALREDPDIILVGE
WINALRSALREDPDIILVGE
MIMALRSALREDPDIILVGE
IWAALRSALREDPDIILVGE
IWAALRSALREDPDIILVGE
IWAALRSALREDPDIILVGE

s loskoksk D lsksk Db b bl Do sk |

pne LoVl V0! oRegEebs FokSFe.

hAQ Bk

VIGE\PIS®RYR VDG RAQGEALSVAD..TAL

|r>

YDIMND
YDIMND
YDIMND
YDIMND
YDIMND
YDIMND
* %k ko k ok

FEEIRRETDFSFE
EEJSRETDFSFE
EEJSRETDFSFE
EEISRETDFSFE

* % % ook | okok ok ok

LR ee

AIWNSRGLVLVMGETGSGKSTT AAMTGYRNQHETGHI

* * okok

ANPNZRGLVLVTGPTGSGKSTTLA MIDIsII Ny I\@#HI
ASFSRGLVLVTGPTGSGKSTTLAA“IDYINSSRYEHI
AMASIRGLVLVTGPTGSGKSTTLAAYIDYINSKRY|2HI
DAMZRGLVLVTGPTGSGKSTTLAAM DY NjMy YiIHI
OPMZRG VLVTGPTGSGKSTTLAAM DYINIANRYINHI
ARG VLVTGPTGSGKSTTLAAM DYIN/MYRYPWHI
OPMEZRG VLVTGPTGSGKSTTLAAM DYIN|AYRYINHI
Plokokokokok Dok D Dok D DD Dok Dokookokokok | kk 1)

a1V LT

[ANMAETGHLVF TLHENNJANK]
INJAETGHLVF TLHEANRJANM
TAAETGHLVMGTLHTNSAPE
TAAETGHLVFGTLHTNS ApK
TAAETGHLVFGTLHTNS A§§K
TAAETGHLVFGTLHTNS ARYK|
TAAETGHLVFGTLHTHS AE\K
TAAETGHLVFGTLHTNS AEAK
TAAETGHLVFGTLHTHNS AE\K
kLD Pskskx ] %

RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA
RDLETIRLA

153
155
156
156
159
155
155
155
155
155
155

233
235
236
236
239
235
235
235
235
235
235



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1203 PSJM300 01605 AFN76401.1
155008 AK825 RS01710 WP 068034204.1
1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
155008 AK825 RS01710 WP 068034204.1
1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1
155008 AK825 RS01710 WP 068034204.1
1019 ACIAD RS04205 WP 004922051.1
1307 DR RS10055 WP 010888596.1

1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1194 PAKAF RS01995 WP 003084552.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

TIORL M ekl S oMVl s Rt Bl o ] R 5ol

E
D

IDRI DVFPIIE "[fide] R0 REYLPAV  QNLLIIN GRGRVIBANME TR JNYPA REAL IREEKNIQISYS|Y

Bo r el
A[f] K NS G
BKIIGGGRVAARBIEIMI® PAIRNLIRERK
TIDR IDVFPAEEKIMVREIMLSESLQAVI Q

TIDR IDVFPAEEKWMVREIMLSESLQAVI Q

TIDR IDVFPAEEKIMVREIMLSESLQAVI Q .
ook | ok ok ok ok ok kokok ok okokok Dokokokoskok |k |kok  kok ok kok ok ok Dskokk  skokskokokokok | Dk kokkokkokk kokkokxk S

TLDQQ{Eé{ Ogg;

WERIARY Q
TigD QINLYal
TigD QLI
TigD QILIY
T DINYLINY

S QQ E ./\KF EkaKl‘;ﬁiéEABYKL\* ).TE\/ ‘\'\L/r.-iAva—»)%Ej,'.‘::)EDr>5RRNF§R AAATAT

EQDALHSADSANDLRLMLKTKRGDDYGSG LSLQNVK. .. .IDME....... ... .. ......
YEDELLHMDSSNDLRLMIKLGSETDGEH. LTSVSQGLT .LEMSDDDPGRSFR.........

YQDAIKHADS NDLRLKIKLNSKNGSKD.IDENASGLS....LNIG. ..o vuremnennnn..
YADILKHDS NNLRLQIKLSEEANKPLDNRERMSEME .RKMTFDGQRRNLK.........
vDKELERI T DISKEGARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATP
KHTAHEAALNKSLF ..................................................
KHTIHE AL NKS LI . « o oo e e
RENIREKIKIEENI . . . o . oot et e e e e e e e
PQTIRTAIMKQIEESHL . . . . o
PQTIRTANKQIEESIL . . . . ot
PQTARTAAKQPESFL .................................................

Y

................... 368
................... 381
................... 373
................... 383
AAPAAGRSEPGRAGGFGRR 418
................... 344
................... 344
................... 344
................... 345
................... 345
................... 345

X non conserved
B similar
i >50% conserved

313
315
316
316
319
314
314
314
314
314
314

368
381
373
383
399
344
344
344
345
345
345



