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NTDB id 154987 AK823 RS00375 WP 068325362.1 ..MSTTTSTFGGLAQQLTNAGIVSEAHMKTAQTESQQQQISLVSYLVDHNMANAYQLALLMSQSFGDPFFDLSVLSNDVI 78
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NTDB id 1293 VP RS12240 WP 005479695.1 CQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLADFRELSTAIRRLYGRSLSHEKSGLKE 152
NTDB id 1110 NGFG RS09235 WP 003689817.1 LMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAGIAVELVIVEDDQLAGLLDWVGSRSTSLLQ.ELG. 149
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSEYVE 160
NTDB id 154987 AK823 RS00375 WP 068325362.1 PKDLVDEKIVRKFNALPIFKRGQRVFVALSDPTRIDAIDAIAFNSRLSVETVVVEEDKLKKRIDSVYADTMQSFG...NF 155
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDF...ND 157
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ISQD.ELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQPASHLS 231
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NTDB id 1293 VP RS12240 WP 005479695.1 INQE.ELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQPPNHLS 231
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NTDB id 154987 AK823 RS00375 WP 068325362.1 ADGDLN.VGFEDTEEDDSETTLTDSIDEAPVVKFVNKMLVDAIRMGASDLHFEPYEKSYRVRFRVDGVMEKMANPPVQLA 234
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EEFDLD.VNLDGPTAQE.DEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANPPLQLA 235
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 RRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYL 310
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NTDB id 1293 VP RS12240 WP 005479695.1 RRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYL 310
NTDB id 1110 NGFG RS09235 WP 003689817.1 GQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLL 301
NTDB id 1251 GCO85 RS07725 WP 011946523.1 SRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFL 319
NTDB id 154987 AK823 RS00375 WP 068325362.1 GKIAARLKVMSQMDISERRVPQDGRIKLKLSK.NKAIDFRVNSLPTLFGEKVVLRILDPSAAMLGIDALGYEPDQKEMFL 313
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFM 314
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 NALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVV 390
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 MVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAV.RPSAL 469
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 LQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLE 544
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