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NTDB id 154749 BBEV RS05665 WP 069364583.1 RLADQLLSQGVSEAIDVD..LLARQLLELEEEDKLRQEDGRFFMPSLYHAERGIVTHLDRLINRMDEVDTFPEAEIYKALGEVEE 334
NTDB id 355 BSU 27480 NP 390625.1 IDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELEE 340
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NTDB id 154749 BBEV RS05665 WP 069364583.1 ELGITYADSQREAVIQGLHSPVMILTGGPGTGKTTVIKGIVNVYGKLKGQSVIPEEYGKNDAPFPIVMAAPTGRAAKRMTESTQL 419
NTDB id 355 BSU 27480 NP 390625.1 RMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK.DEAFPIVLAAPTGRAAKRMSESTGL 424
consensus * * !!*!!*!!* *!*!!***!!!!!!!!!!!!!*!!! *!! !*! !* ! ! !*! *!!!!*!!!!!!!!!!!*!!! !

logo PASVTIHRLLGW
Y
K
NGAEEKEGGYFETHKDTDEDEDQP IDEGEKLVL I IDEAVSML

VDI
TWLAMNHQLFLKAI

TPDTHWI
MQI

V I FIVGDEDQLPSVGPGQVLERDLMLASGQAVI
V

NTDB id 154749 BBEV RS05665 WP 069364583.1 PASTIHRLLGYKGEKEGYFEKDDEDPIDGEVLIIDEVSMVDTWLMNQLLKATPTWMQVIFVGDEDQLPSVGPGQVLEDMLASGAV 504
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NTDB id 154749 BBEV RS05665 WP 069364583.1 SSVKLVEIFRQAEGSKIIEFSHQIKQEQLPQGGIDKENKDLRFFPCQVSGVQDTVKQVCLGAIKKGFRASDIQVLAPMYKGDAGV 589
NTDB id 355 BSU 27480 NP 390625.1 PTVRLTDIYRQAEGSSIVELAHQMKNGLLPNN.LTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGI 591
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NTDB id 154749 BBEV RS05665 WP 069364583.1 NLLNDMLQELFNPPSEKVKEVRFGDAVYRVGDMVLQLINDPENNVFNGDRGEIVAIMTEKETADKMMRITISFNGEEVDYLRNEL 674
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NTDB id 154749 BBEV RS05665 WP 069364583.1 NAITLAYCCSIHKSQGSEFPIVVMPVVRSYWRMLRKKLIYTGVTRASAYLILCGEWSALEKAVVTGEESPRRTTLKERLQKSVSK 759
NTDB id 355 BSU 27480 NP 390625.1 NQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEE 761
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NTDB id 154749 BBEV RS05665 WP 069364583.1 NRS.................................. 762
NTDB id 355 BSU 27480 NP 390625.1 MDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
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