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consensus 1 % % %k %k % 1% k1 sk sk oskosk sk ok okok | kkkk 3k *k %k

IARFRNAR AR 5T L e R TSRS

D\IZA LSV B /H\'\R-%Vé A.E £ Esél ll' = ﬁk 5|/ (';E\lABj\éﬁ S LAVEZN vL ..é

NTDB id 1203 PSJM300 01605 AFN76401.1 E LIALPN LlK AIRNSRGLVLIRYGENTG GKST LAAM [€YRINJQUSKI¢H T 156
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RT3 IATPE o LISL Pl (e - AWWNYRGLVLV|YGINTGSGKSTT ' AAMIYE Y N[Rbsi  INEH T L 154
NTDB id 154745 BBEV RS04915 WP 069364454.1 l l E LiY PJY IAP@GLVLVTGPTGSGKSTTLAAM 158
NTDB id 1307 DR RS10055 WP 010888596.1 160
NTDB id 1086 NMV RS00245 WP 002218487.1 156
NTDB id 1116 NGFG RS10615 WP 003690200.1 156
NTDB id 1185 GTF74 RS11940 WP 000350195.1 156
NTDB id 1176 A1552VC RS01160 WP 000350195.1 156
NTDB id 1283 ACE17W RS02630 WP 010947729.1 E ARGLVLVTGPTGSGKSTTLAA 156
NTDB id 1259 GCO85 RS10305 WP 010947729.1 1% ARISNIRGLVLVTGPTGSGKSTTLAAN 156
NTDB id 1194 PAKAF RS01995 WP 003084552.1 il PAMIPRGLVLVTGPTGSGKSTTLAAM 156
NTDB id 1202 PSJM300 01600 AFN76400.1 INTIMNPRGLVLVTGPTGSGKSTTLAAM 156
NTDB id 1020 ACIAD RS04210 WP 011182164.1 D IONPRGLVLVTGPTGSGKSTTLAAM 156
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 D INYPRG VLVTGPTGSGKSTTLAAM 156
NTDB id 1060 ABD1 RS04380 WP 000355489.1 D I@NPRG VLVTGPTGSGKSTTLAAM 156
NTDB id 1040 HON27 RS13360 WP 000355489.1 E LGLNIF WmI[@MMPRG VLVTGPTGSGKSTTLAAM 156

consensus EEEARET] * % kokkkkskk |k | skk k% kkkkkk kkk kxk sk bk Dbk boe Db D Dk | x * k% | * [



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203
1177

PSJM300 01605 AFN76401.1
A1552VC RS01165 WP 000422572.1

154745 BBEV RS04915 WP 069364454.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203
1177

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

PSJM300 01605 AFN76401.1
A1552VC RS01165 WP 000422572.1

154745 BBEV RS04915 WP 069364454.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

DR RS10055 WP 010888596.1

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

i)

IORLONE e R LSS s o A s ORI

Pt W D L e AT T

EDPIEF H{W:INNC

T EDPIEFVHEIK C

T EDPIE HEGHPE I QRE G3DTMN]

T EDPIEF HIQUKIN INQREV[EEDTMSFINNALR ALR [PD ILVGEMRDY

T EDPIEFVHNSKKELINQRE HWETWMSFINJALRSALREDPD ILVGEMRDEZETIMLALTAAETGHLVFGTLHTTE®

T EDPIEFVHNSKKELINQRE H@R(TMSFINJALESALREDPD ILVGEMRDIFETI[ELALTAAETGHLVFGTLHTTAAKT
T EDPIEFVHERRYKCLINQREVH ISYALRSALREDPD ILVGEMRDWETIELALTAAETGHLVFGTLHT SAAKT|
T EDPIEFVHERRYKCLINQREVH IOYALRSALREDPD ILVGEMRDWETIELALTAAETGHLVFGTLHT SAAKT|
T EDPIEFVHNSKKCL NQREVH NWVALRSALREDPD ILVGEWRDLETI LA TAAETGHLVFGTLHTSARKT|
T EDPIEFVHRNSKKCL NQREVH NMAALRSALREDPD ILVGEMRDLETI LA TAAETGHLVFGTLHTNSAWKT
T EDPIEFVHIBISKKCL NQREVH J9ALRSALREDPD ILVGEMRDLETI

T EDPIEFVHSKKCL NQREVH SJAALRSALREDPD ILVGEMRDLETI

T EDPIEFVHIEKKCLINQREVH IWIALRSALREDPD ILVGEMRDLETI

T EDPIEFVHNSKKCLINQREVH PIALRSALREDPD ILVGEMRDLETI

T EDPIEFVHNSKKCLINQREVH $AALRSALREDPD ILVGEMRDLETI

T EDPIEFVHNSKKCLINQREVH WIALRSALREDPD ILVGEMRDLETI LALTAAETGHLVFGTLHTTSAAKT
Fok DL L ko | kokorokoRn | Lkokokr | kok ok | R N R W N RO o iy ey gy W NEETTIET

R, 5 (et

DRII |JFPA IANNNVINL SIBNLIYA
RI B [GPEE
IDRIIDVFP
IDRI DVFPE [§] [
DRI DVFPAEEK MVR
DRI DVFPA[@EK MVR MLSESLWAVISQNLLKpNSNGNGRVA HEIMI NPA RNLIRENK pQERYS\

IDRIIDVFP § K MVR MLSESLIIAVI QI{LLK BMUGGGRVAMHEIM WWPAIRNLIREMKVAQMYSHIQTG ENEIGMQT
IDRIIDVFP B§ K MVR MLSESLIIAVI QLLK BMUGGGRVA@HEIM WWPAIRNLIRENKVAQMYSHIQTG EMEIGMQT

I RIIDVFPAEEKSMVR MLSESL[@AV QFLLK .NKGGRVAAHEIM (GNeA TRNLIREINK AQMYSKIIQTGESYGMQT

I RIIDVFPAEEKSMVR MLSESLNAV QSLLK MWSGGRVAAREIM [NEATRNLIREPK AQMYSHIQTG[NESYGMQT
IDR DVFPAEEKEWMVR MLSESL[ VISQWL K MNGGGRVAAHEIMI WPAIRNLIREMKVAQMYSEIQTG
IDR DVFPAEEKEMVR MLSESLWNAVISQWLLK MYGGGRVAAHEIMI WPAIRNLIREWKVAQMYSHIQTG
IDRIIDVFPAEEK MVR MLSESL@MAVISQWLLK MAGGGRVAAHEIMI MPAIRNLIREMKVAQMYSHIQTG
IDR IDVFPAEEK MVREMLSESL@EAVISQWLLK BMGGGRVAAHEIMI MPAIRNLIRENKVAQMYSEIQTG
IDR IDVFPAEEK MVRIWMLSESL@AVISQWLLK BMIGGGRVAAHEIMI MPAIRNLIRENKVAQMYSEIQTG

IDR IDVFPAEEK MVREMMLSESLWMAVISQWLLK BWGGGRVAAHEIMI QWPATIRNLIRENKVAQMYSEINIQTG
Vokok ok okook | oskok ok ko ok ok ok ok ok | kkk || * 11 ok |okokokok * [ kokokokok ok %k [

236
234
238
240
236
236
236
236
236
236
236
236
236
236
236
236

316
314
318
320
316
316
315
315
315
315
315
315
315
315
315
315



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203

1177 A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1

154745 BBEV RS04915 WP 069364454.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1203

1177 A1552VC RS01165 WP 000422572.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

PSJM300 01605 AFN76401.1

154745 BBEV RS04915 WP 069364454.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

L Y Fr o e

FDQA YNRY VQEER
Fi| AY QI VD DK

EQDELHSE

INAPEAARRREN

E’({\RAR s smm e Do S T
YEDPAL L HYA DSSNDLRLMIK
DSANDLRLMLK..TKRGDDYGSG.

ID.PKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATP

QNSESMSF

IAPEVARRRIQNSESMSF

i8R D SIKEKIKQ .
NLPTIRAVIKS .
P QTIRTANKG .
P QTNRTANKG .
8P QTIRTANKQ .

381
368
343
418
347
347
345
345
344
344
344
344
344
345
345
345

X non conserved
B similar
Bl >50% conserved

¢
G
NERESKHTPNHEAJALN .
NERESKHTPENHEAJNLN .
(CINESRENIREKINKT .
¢
G
¢
¢
¢
*

=RV

>~ L=

FEEL O NPT =g sF=S=caaai -

EMSDDDPGRSFR .........
DME. ..o

.LGSETDGEHLTSVSQGLTL. .
SLQNVKI...

381
368
343
399
347
347
345
345
344
344
344
344
344
345
345
345



