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NTDB id 154527 DB29 RS02100 WP 035204527.1 MLQSKTRWRILEQNELLAQELADELRVSMLTARLLVRRGIQTVQAAKRFLHYEEPTFYDPFLLKGMEETIERIALAVKRKERILV 85
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
consensus !! !! !! ! * ! * !****! ! !!!*!! ! !* !!! ** !!!!! *!!! ! *!! !* !*!**

logo

F
YGDYDADGVSTSTSVMLHTATLQKTLYGSADQCVDFYYIPDNRFKTEGYGPNCEPQAFLDRFSAIKERQRGFYHSL IV ITVDTGIASALVHNEAAKHVAKDE I

LGLDFVI ITDHH
NTDB id 154527 DB29 RS02100 WP 035204527.1 FGDYDADGVSSTSVMLTALQTYGADCDYYIPNRFTEGYGPNCPALDFAKRQGYHLVITVDTGISALNEAAHAKDIGLDFIITDHH 170
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
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NTDB id 154527 DB29 RS02100 WP 035204527.1 EPPPVLPEALAIINPKQPGCPYPFKELAGVGVAFKVAHALLGRLPEELLDYAVIGTIADLVPLIDENRLLAKKGLRAIESSGRPG 255
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
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NTDB id 154527 DB29 RS02100 WP 035204527.1 IRALKEVCGMKQEAMDADHIGFAIGPRLNAAGRLDSANPAVELLLADDEEEAKALATEIDSLNKERQAIVSKMTEEAIRLVETTY 340
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQG 340
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NTDB id 154527 DB29 RS02100 WP 035204527.1 GTKIPHAIVVAKEGWNPGVIGIVASRLVEQFYRPTIVMSIDESSGLAKGSARSIEGFDMYQELANNRDILPHFGGHPMAAGMTLK 425
NTDB id 354 BSU 27620 NP 390640.1 ..LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLK 423
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NTDB id 154527 DB29 RS02100 WP 035204527.1 TEDIDDLRSRLIKQAKETLTDDMLTPATDIDLVAEVEDVTVQVIGELQALAPFGVANRKPIVLVEGAHISDMRRIGSNQNHLKIQ 510
NTDB id 354 BSU 27620 NP 390640.1 AEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMT 508
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NTDB id 154527 DB29 RS02100 WP 035204527.1 FTGAQKPLDGIAFRMGHLFEEITPHAKLSAIGTVSLNEWNGKVKPQLIIDDLAVLEWQLFDWRSIQPNRLNSRLLDLPREKLVAI 595
NTDB id 354 BSU 27620 NP 390640.1 IRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWE..DTVSALPSAKRAIV 591
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NTDB id 154527 DB29 RS02100 WP 035204527.1 SFQEGTKERLG.....LDVPVY...DYRQAPSFFKAYVVLLDLPSNRVELETLFSKKGEPSRVYVVFSEEEESFFQTNPNREQFK 672
NTDB id 354 BSU 27620 NP 390640.1 SFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLAR.LLEGKAPERIYFIFLNHEDHFLSTFPARDHFK 675
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NTDB id 154527 DB29 RS02100 WP 035204527.1 WYYGFIKKNQRFSLNQLGAKLEKHKGWSARTVEFMTTVFLELGFIKLDDGIVEAVENPEKKALTASPTYQAKQEKAWLENEFVFA 757
NTDB id 354 BSU 27620 NP 390640.1 WYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYS 760
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NTDB id 154527 DB29 RS02100 WP 035204527.1 SYQQLKEWFQAAIDGSAETKEESILNGL 785
NTDB id 354 BSU 27620 NP 390640.1 SAEELKEWLNKLMKQDSEAYESTRRT.. 786
consensus ! !!!! * * ! ! * **

X non conserved

X similar

X ≥ 50% conserved


