
logo MKRKMLNVPKGGNYDGMKGFTI IVEFLVAGLMLSMVIVL IMAVGVSSYFTSRKLNDAANERLAEQQDLRNAATL IVRDARMAGSFG
NTDB id 154211 WUE2121 RS04365 WP 002235685.1 MKRKMLNVPKGNYDGMKGFTIIEFLVAGMLSMIVLMAVGSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFG 80
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFG 80
consensus !!!!!!!!!!! !!!!!!!!!*!!!!!!*!!*!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CFNMSEHIGNSDVVFPNVAQKKNAPLFSLKRNSTNSTNKL IP ITESPSDNINYQNFFQVGSSAL I FQYGIDDVDNASADETTVVSSCAA
NTDB id 154211 WUE2121 RS04365 WP 002235685.1 CFNMSEHIGSDVVPNVAQKKPLFSLKRNS...TNKLIPITESSDINYQNFFQVGSALIFQYGIDDVNASAETTVVSSCAA 157
NTDB id 1138 NGFG RS02430 WP 003694978.1 CFNMSEHIGNDVVFNVAQKNALFSLKRNSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTTVVSSCAA 160
consensus !!!!!!!!! !!!*!!!!! *!!!!!!!!***!!!!!!!!!!* !!!!!!!!! !!!!!!!!!!!! !!!*!!!!!!!!!

logo I SKPGKQIPTLEDNAKKELKIPQDNQSDKEQNGNIARQRHVVNAYAVGKR IADGEEGLFRFQLDDKGKWGNPQLLAVKKVKRRMKRVRY
NTDB id 154211 WUE2121 RS04365 WP 002235685.1 ISKPGKQIPTLEDAKKELKIPDQDKEQNGNIARQRHVVNAYAVGRIADEEGLFRFQLDDKGKWGNPQLLVKKVRRMKVRY 237
NTDB id 1138 NGFG RS02430 WP 003694978.1 ISKPGKQIPTLENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQLLAKKVKRMRVRY 240
consensus !!!!!!!!!!!! !!!!!!!* !!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!! !!!*!!*!!!

logo IYVSGCPEDDEDAGKEEQTFKYTDKFDSSTNAVTPAGVEVLLDSSGSTDATKIAASSDNHI IYAYR IDNATIRGGNVCANRTL
NTDB id 154211 WUE2121 RS04365 WP 002235685.1 IYVSGCPEDDDAGKEETFKYTDKFDSSTNAVTPAGVEVLLSSGTDTKIAASSDNHIYAYRIDATIRGGNVCANRTL 313
NTDB id 1138 NGFG RS02430 WP 003694978.1 IYVSGCPEDEDAGKEEQFKYTDKFDSS...VTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANRTL 313
consensus !!!!!!!!!*!!!!!! !!!!!!!!!!***!!!!!!!!!! !!*! !!!!!!!!*!!!!!! !!!!!!!!!!!!!!
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