
logo MKNNDCFLRLKDNSPQSGMAL I EVLVAMLVLTIG I LALLSVQLRTVASVREAETQTIVSQITQNLMEGML IMNPTIDSDSNKKN
NTDB id 1137 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
NTDB id 1121 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKN 80
NTDB id 154210 WUE2121 RS04360 WP 063399721.1 MKNNDCFRLKDSQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKN 80
NTDB id 1087 NMV RS07485 WP 014574103.1 MKNNDCFRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKN 80
consensus !!!!!! !!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!
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NTDB id 1137 NGFG RS02425 WP 003694976.1 YNLYTGSYA....PTSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLS.GNTFSSNCD 155
NTDB id 1121 NGFG RS02425 WP 003694976.1 YNLYTGSYA....PTSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLS.GNTFSSNCD 155
NTDB id 154210 WUE2121 RS04360 WP 063399721.1 YNLYMGNNTLSHTLSAVDGEFTIDAIKTKTQLAEAQLKRFSYELKNALPDAAAIHYAVCKDSSGAAPTLSAGGAFSQNCD 160
NTDB id 1087 NMV RS07485 WP 014574103.1 YNLYMGNHTLPHTLSAVDGDFAIDAMKTKGQLAEAQLKRFSYELKNALPDAAAIHYAVCKDSSGKAPTLS.GNAFSSNCD 159
consensus !!!! ! * * **** !!*!** * *!* !! !!! !! !!!!*!!!!! !!*!!!!!!!!!*!!!!! !* !!*!!!
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KANGDTL IKVLWVNDSAGDSDIASFRTNLEAVNSGDSNIVYTYQARVGGRE

NTDB id 1137 NGFG RS02425 WP 003694976.1 KKANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 1121 NGFG RS02425 WP 003694976.1 KKANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 154210 WUE2121 RS04360 WP 063399721.1 GSANGDTLIKVLWVNDSAGDSDIARTNLEANGDNIVYTYQARVGGRE 207
NTDB id 1087 NMV RS07485 WP 014574103.1 NKANGDTLIKVLWVNDSAGDSDISRTNLEVSGDNIVYTYQARVGGRE 206
consensus **!!!!!!!!!!!!!!!!!!!!!*!!!!!**! !!!!!!!!!!!!!!
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